
IMGVR_UViG_3300029727_000014|3300029727|Ga0245198_100905 6905:25379(+)

10

tail length tape measure protein (CDS_0011)

12
tail protein (CDS_0013)

14 15 16
17

18 19 20 21 22
holin (CDS_0023)

24 25

RosmerTA__RmrA_2600853143 (CDS_0026)
RosmerTA__RmrT_2677172838 (CDS_0027)

28 29 30

IMGVR_UViG_3300029422_000263|3300029422|Ga0242786_100435|11281-52502 6905:30223(+)

15 16 17 18 19
holin (CDS_0020)

21

RM_Type_III__Type_III_MTases___Type_III_MTases_FAM_0 (CDS_0022)

23 24 superinfection exclusion (CDS_0025)

uvig_453255 6905:25449(+)

15 16 17 18 19
DNA methyltransferase (CDS_0020)

21

IMGVR_UViG_3300029784_000129|3300029784|Ga0243806_1001153 6905:21976(+)

DNA methyltransferase (CDS_0015)

uvig_137154 6905:31842(+)

15 16 17 18 19 20 21
holin (CDS_0022)

23 24 25 26 27
DNA methyltransferase (CDS_0028)

superinfection exclusion (CDS_0031)

IMGVR_UViG_3300007921_000014|3300007921|Ga0111562_100352 6905:27309(+)

15 16 17
18

19 20 21 22
23

24 25 26 27
holin (CDS_0028)

29 30

SRS020328_a1_ct25962 6905:27263(+)

15 16 17
18

19 20 21 22
23

24 25 26 27
holin (CDS_0028)

29

uvig_549049 6905:27644(+)

16 17 1819 20 21
22

23
24 25

26 27 28 29
30

endolysin (CDS_0031) 36

IMGVR_UViG_7000000475_000041|7000000475|SRS020328_Baylor_scaffold_22514 6905:22777(+)

15 16 17
18

19 20

uvig_382850 6905:26304(+)

11 16
17

18 19 20 21 22
endolysin (CDS_0023)

26 AbiD__AbiD (CDS_0027)

9000 nt

lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence


