13 14 15 tail length tape measure protein (CDS_0016) 17 18 19 20 DNA primase (CDS_0021) 22 23 24 25 26 27

MGV-GENOME-0158991 8876:21679(+)

12 17 18 DNA primase (CDS_0019) 20 21

MGV-GENOME-0150230 8436:20519(+)

CDS_0020
CDS_0018 CDS_0019 CDS_0021 CDS_0023

MGV-GENOME-0136584 8892:18899(+)

DNA primase (CDS_0019)
17 18 20 21

!#

MGV-GENOME-0135064 8436:18735(+)

single strand DNA binding protein (CDS_0021)
Holliday junction resolvase (CDS_0020)
18 19 ‘ DNA primase (CDS_0022) 23 24 25 26

#
I

MGV-GENOME-0155868 8886:21268(+)

single strand DNA binding protein (CDS_0021)
Holliday junction resolvase (CDS_0020)
18DNA helicase (CDS_0019) ‘ DNA primase (CDS_0022) 23 24

MGV-GENOME-0162707 8964:22181(+)
21 22 23 24 25 26 27 28

MGV-GENOME-0141572 9994:19466(+)

Retron_VI_HTH (CDS_0022)
18 19 20 21 | 23 242526

MGV-GENOME-0144076 8872:19756(+)

Retron_VI__HTH (CDS_0021)
19 20 | 22 232425

=
(o5}

MGV-GENOME-0132593 8870:18469(+)

Lar-like restriction alleviation protein (CDS_0020)
DNA helicase (CDS_0017) 18 19 21 22 23

MGV-GENOME-0127481 8493:17949(+)

5000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function Defence
| I



