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tail protein (CDS_0020)
tail fiber protein (CDS_0021)

tail fiber assembly protein (CDS_0022)

glucosyltransferase (CDS_0023) 28 29 30 31 32 33 34 35

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function Defence


