NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0054)
Sir2 (NAD-dependent deacetylase) (CDS_0048)
Sir2 (NAD-dependent deacetylase) (CDS_0050)

CDS_0045 CDS_0052 PhoH-like phosphate starvation-inducible (CDS_0055)
replication origin binding (CDS_OO44)E CDS£651 tail length tape measure protein (CDS_0056)
\ CDS_0046 CDS_004 Cbs_0053 | T CDS_0057

NC_048731.1 43522:55968(+)

CDS_0050
NC_028840.1 43950:56380(+)

CDS_0049  CDS_0052
NC_047754.1 44314:56886(+)
CDS_0047 CDS_0053
NC_048627.1 45016:57950(+)
CDS_0054 endonuclease (CDS_0058)

NC_042307.1 44638:58135(+)

CDS_0048

| cDs_0050
NC_048009.1 44314:56648(+)
CDS_0048
NC_048852.1 43069:55069(+)
CDS_0048 CDS_0050 CDS_0054

NC_048785.1 41850:54829(+)

CDS_0051
NC_048868.1 42075:54543(+)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0054)
anaerobic ribonucleoside reductase large subunit (CDS_0053)
CDS_0050 | CDS_0058

¢ — OISR X — D a

)

NC_048748.1 44791:58387(+)
Sir2 (NAD-dependent deacetylase) (CDS_0043)

helicase (CDS_0039) T CDS_0046
NC_047835.1 40672:53871(+)
CDS_0055CDS_0057 ribonucleotide reductase (CDS_0064)
NC_048001.1 44589:60969(+)
CDS_0052
| cDs 0054

ORI D a )

NC_048794.1 47132:57061(+)

CDS_0052
SAMNO05826921 al ct2700 47861:57601(+)
QDS_OO52
CDS_0050
NC_048205.1 47635:57505(+)
CDS_0050 CDS_0055
NC_047749.1 48718:59077(+)
endonuclease (CDS_0055) CDS_0061

| O U 0 S W H O

NC_031042.1 51496:62487(+)

CDS_0055 CDS_0060 CDS_0062

R  HEOD A A )

NC_048013.1 48629:60574(+)

endonuclease (CDS_0054)

KK S o B A 0

NC_047859.1 47925:59464(+)

endonuclease (CDS_0056)
CDS_0055
3K CACHEEK DA H A )

NC_047884.1 46136:57678(+)

endonuclease (CDS_0055)
CDS_0054 CDS_0059

KK o I, I H AT

NC_048203.1 48653:60418(+)

CDS_0052 CDS_0056

£ — OO o B )] A

NC_048005.1 42999:56647(+)

ribonucleotide reductase large subunit (CDS_0058)

CDS_0053 HNH endonuclease (CDS_0055) NrdA-like aerobic NDP reductase large subunit (CDS_0059)

£ —OAECEOH D ) A

)

HE956708.2 44513:58725(+)

endonuclease (CDS_0056)

KK S o N, eI H o

NC_048809.1 47226:58946(+)
endonuclease (CDS_0055) CDS_0059

K {00 4 N

NC_017969.1 49648:59871(+)

peptidase HslV family (CDS_0064)

Rnase H (CDS_0066)

CDS_0058 CDS_0060 CDS_0063 DS_0065
£ (KK T ODAN H A L — U
NC_048872.1 47930:60659(+)

CDS_0057 CDS_0059 CDS_0063
( (KK o I I ] YD) —LUE

NC_048008.1 47493:59370(+)

Sir2 (NAD-dependent deacetylase) (CDS_0052)
endonuclease (CDS_0056) ribonucleotide reductase (CDS_0059)

thymidylate synthase (CDS_0063)

£ —C KKK S o W Ve

HD

NC_028754.1 45404:62291(+)

Sir2 (NAD-dependent deacetylase) (CDS_0045)
CDS_0047

N —EEKKI o B H

KM979354.1 44398:58021(+)

} 6000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function



