
MGV-GENOME-0211866 20584:30073(+)

26 27 28

Reverse transcriptase (CDS_0029)

30 31
endolysin (CDS_0032)

33 34 35 36 37 38 39 40 41

MGV-GENOME-0193867 20588:26897(+)

endolysin (CDS_0032) CDS_0033

MGV-GENOME-0209459 20587:29647(+)

32 33

Druantia_II__DruM (CDS_0034)

35
36

37 38 39 40

MGV-GENOME-0208801 20587:29534(+)

32

Druantia_II__DruM (CDS_0033)

34
35

36 37 38 39

MGV-GENOME-4402064 20586:29784(+)

32 33
Druantia_II__DruM (CDS_0034)

35 36 37

terminase small subunit (CDS_0038)

39

MGV-GENOME-0203991 20534:28680(+)

endolysin (CDS_0031)
32 33

34
35 36 37 38 39

MGV-GENOME-0271293 21719:33793(+)

endolysin (CDS_0032) 33 34 35 36 37 38 39 40 41
Druantia_II__DruM (CDS_0042)

43 44 45 46 47

MGV-GENOME-0230471 21719:33406(+)

endolysin (CDS_0032) 34 35 36 37 38 39
Druantia_II__DruM (CDS_0040)

41 42 43 44 45

MGV-GENOME-0227496 21722:32838(+)

34 35 36
Druantia_II__DruM (CDS_0037)

38 39 40 41 42

MGV-GENOME-0217154 21721:31054(+)

34 35 36 37 38 39 40 41 42

MGV-GENOME-0248303 21719:34224(+)

34 35 36 37
38

39 40 41 42
Druantia_II__DruM (CDS_0043)

44 45 46 47 48

MGV-GENOME-0230659 21669:33444(+)

33 34 35
36

37 38 39
Druantia_II__DruM (CDS_0040)

41 42 43 44 45

MGV-GENOME-0240608 21714:35312(+)

35 36 37 38 39 40 41 42 43 44
Druantia_II__DruM (CDS_0045)

46 47 48 49 50

MGV-GENOME-0233937 21722:34088(+)

35 36 37 38 39 40 41 42 43
Druantia_II__DruM (CDS_0044)

45 46 47 48 49

MGV-GENOME-0248363 21724:35261(+)

34 35 36 37 38 39 40 41 42 43 44
Druantia_II__DruM (CDS_0045)

46 47 48 49 50

MGV-GENOME-0230661 21301:32152(+)

34 35 36
Druantia_II__DruM (CDS_0037)

38 39 40 41 42

MGV-GENOME-0254884 21692:32404(+)

33 34 35 36 37 38 39 40 41 42 43

MGV-GENOME-0238855 21719:32701(+)

34 35 36 37 38 39 40 41 42 43

MGV-GENOME-0224668 20586:31321(+)

endolysin (CDS_0032) 33 34 35 36 37 38

MGV-GENOME-0251266 21723:36945(+)

34 35 36 37 38 39 40 41 42 43 44 45 46 47
48

49 50 51

MGV-GENOME-0233058 21674:33921(+)

33 34 35 36 37
38

39 40 41 42
43

44 45 46 47

MGV-GENOME-0232047 21674:32526(+)

33 34 35 36 37 38
39

40 41 42 43

MGV-GENOME-0227922 20588:32912(+)

RT_III-AM_III-B_2 (CDS_0028) 33 34 35 36 37 38 39 40 41 42
43

44 45 46 47

MGV-GENOME-0249356 20464:36639(+)

33 34 35 36 37 38 39 40 41 42 43 44 45
Druantia_II__DruM (CDS_0046)

47 48 49 50 51

MGV-GENOME-0228005 23243:32929(+)

36 37 38 39 40 41 42 43 44 45

MGV-GENOME-0210852 21710:29896(+)

34 35 36 37 38 39 40

MGV-GENOME-0236688 21722:34645(+)

33 34 35 36 37 38 39 40 41 42

Druantia_II__DruM (CDS_0043)

44
45

46 47 48 49

MGV-GENOME-0301964 21719:36029(+)

34 35 36 37 38 39 40 41 42 43 44 45 46
47

48 49 50 51

MGV-GENOME-0228651 21719:33044(+)

34 35 36 37 38 39 40 41 42 43 44 45 46

MGV-GENOME-0259498 21722:31008(+)

34 35 36 37 38 39 40 41 42

MGV-GENOME-0204125 138:8480(-)

123456789

MGV-GENOME-0196158 18833:27174(+)

32 33 34 35 36 37 38 39 40

MGV-GENOME-0207212 21175:29136(+)

34 35 36 37 38 39 40

MGV-GENOME-0185381 71:7665(-)

1234567

MGV-GENOME-0220484 21719:31633(+)

34 35 36 37 38 39 40 41 42 43 44

MGV-GENOME-0243619 21721:33426(+)

34 35 36 37 38 39 40 41
Druantia_II__DruM (CDS_0042)

43 44 45 46 47

MGV-GENOME-0245013 21718:33549(+)

34 35 36 37 38 39 40 41
Druantia_II__DruM (CDS_0042)

43 44 45 46 47

MGV-GENOME-0245143 23049:35551(+)

37 38 39 40 41 42 43 44 45 46 47 48 49 50 51

MGV-GENOME-0275817 21705:33922(+)

33 34 35 36 37 38 39 40 41
42

43 44 45 46 47 48

MGV-GENOME-0249436 21678:32608(+)

34 35 36 37 38 39 40 41 42
43

44 45 46 47

uvig_260772 20590:36084(+)

32 33 34 35 36 37 38 39 40 4142 43 44 45 46
terminase small subunit (CDS_0047)

48

uvig_495110 25387:33863(+)

39 40 41 42 43 44 45 46 47 48

MGV-GENOME-0191409 18953:26347(+)

31 32 33 34 35 36 37

MGV-GENOME-0204090 18412:28564(+)

RT_III-AM_III-B_2 (CDS_0026) 27 32 33 34 35 36 37 38 39 40 41

MGV-GENOME-0199393 19327:27719(+)

32 33 34 35 36 37 38 39 40 41

MGV-GENOME-0176928 2:7323(-)

1234567

MGV-GENOME-0185632 121:7942(-)

12345678

MGV-GENOME-0196524 17910:25764(+)

30 31 32 33 34 35 36

MGV-GENOME-0211231 21720:29960(+)

34 35 36 37 38 39 40

MGV-GENOME-0203304 21720:28556(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

OTU_3649 21717:32587(+)

34 35 36 37 38 39 40 41
integrase (CDS_0042)

43 44

MGV-GENOME-0210613 21432:29853(+)

34 35 36 37 38 39 40 41 42

MGV-GENOME-0210744 21609:29730(+)

33 34 35 36 37 38 39

MGV-GENOME-0240925 21669:33081(+)

endolysin (CDS_0031) 33 34 35 36
37

38 39 40

Druantia_II__DruM (CDS_0041)

42
43

44 45 46 47

MGV-GENOME-0205611 21177:28597(+)

33 34 35 36
37

38 39

MGV-GENOME-0196640 154:8495(-)

123456789

MGV-GENOME-0219096 18961:27071(+)

31 32 33 34 35
36

37 38

MGV-GENOME-0198019 2:9046(-)

12345678

MGV-GENOME-0205040 19511:26654(+)

CDS_0023

CDS_0024
CDS_0025

RT_III-AM_III-B_2 (CDS_0028)

CDS_0029

MGV-GENOME-0192863 1113:7587(-)

endolysin (CDS_0005)

MGV-GENOME-0196350 20117:27264(+)

CDS_0027CDS_0028
CDS_0034

CDS_0035
CDS_0036

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis unknown function Defence


