transcriptional repressor (CDS_0033)
holin (CDS_0024) integrase (CDS_0030)
17 19 25 27 34
151618 20 21 2223| [26 [2829 3132 | [35

MGV-GENOME-0233629 10083:20039(+)

endolysin (CDS_0025)
CDS_0024
CDS_0023 | CDS_0026

IMGVR_UViG_3300029388_000245|3300029388|Ga0243998_1000046[125233-159213 10083:19987(+)

holin (CDS_0024)
endolysin (CDS_0025) Lysine synthesis (VF0815) (CDS_0030) 33 35 37
23 | 26 27 28 29 31 32 [34 36 [38
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uvig_459348_ 10083:35488(+)

superinfection exclusion (CDS_0031)
Retron_VI_HTH (CDS_0028)
FS_HEPN_TM_TM (CDS_0024)
endolysin (CDS_0027)
23 2526 | 30 3435

MGV-GENOME-0247311 10083:22005(+)

endolysin (CDS_0026)
DNA polymerase (CDS_0027) 37
20 22 2425 28 29 30 31 32 33 34 3536 [3839
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uvig 400021 11039:31326(+)

CDS_0014 CDS_0021 CDS_0028
CDS_0013 CDS 0020 CDS.0022  CDS_0027 | CDS_0029
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uvig 550967 8191:18315(+)
k 10000 nt 1
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