endonuclease VII (CDS_0039)
exonuclease (CDS_0036)
CDS_0031 CDS_0034 nucleotide kinase (CDS_0040)
"CDS5_0032 CDS_0035  |endonuclease (CDS' 0038) CDS_0043
CDS.0030 | ~|CDS_0033 | CDS_003 | RNA polymerase (CDS_0041) ~ CDS_0042| head-tail adaptor (CDS_0044)

i%

MGV-GENOME-0288439 20628:30031(+)
CDS_0037

SAMNO0791954 _al_ct5591 20656:29844(+)

endonuclease VII (CDS_0039)
HNH endonuclease (CD5_0038)
nucleotide kinase (CDS_0040) head scaffolding protein (CDS_0045)

i*
|

MGV-GENOME-0289265 20845:31163(+)
CDS_0036 CDS_0039  nucleotide kinase (CDS_0041)

MGV-GENOME-0287964 20903:29676(+)
CDS_0038

SAMEA2737817_al_ct18614 20879:29898(+)

CDS_0038

uvig 132871 20879:29953(+)
CDS_0028 CDS_0029 CDS_0036

NC_031246.1 19798:29830(+)

nucleotide kinase (CDS_0036)
CDS_0034 'CDS_0037

NC_047787.1 19927:29568(+)

nucleotide kinase (CDS_0031)

MGV-GENOME-0281868 19646:29077(+)
CDS_0029 endonuclease VII (CDS_0035) nucleotide kinase (CDS_0036) CDS_0038

uvig 256998 19733:30194(+)

HNH endonuclease (CDS_0032)
CDS_0035  nucleotide kinase (CDS_0037)

i+
|

MGV-GENOME-0282367 19584:28314(+)

nucleotide kinase (CDS_0036)
HNH endonuclease (CDS_0028) endonuclease VII (CDS_0035) CDS_0037

MGV-GENOME-0287170 19022:30412(+)

nucleotide kirise (CDS_0042)
HNH endonuclease (CDS_0043)
endonuclease (CDS_0038) \ CDS_0044

i+
|

GQ413938.2 22342:31273(+)

HNH endonuclease (CDS_0040)
nucleotide kinase (CDS_0039) CDS_0041

uvig_226763 20590:30708(+)

HNH endonuclease (CDS_0040)
nucleotide kinase (CD5_0039)
CDS_0037 | cDs.0041 GTP-binding domain (CDS_0043)

§+
|

uvig_227025 21311:30629(+)
CDS_0034 nucleotide kinase (CDS_0039)CDS_0040

MGV-GENOME-0288292 20699:30628(+)

nucleotide kinase (CDS_0036)
| cDs_0037

MGV-GENOME-0283791 19960:29441(+)

nucleotide kinase (CDS_0036) HNH endonuclease (CDS_0038)
DS_0037

#
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|

MGV-GENOME-0291998 22428:31451(+)
nucleotide kinase (CDS_0032)

NC_047929.1 19388:28883(+)
nucleotide kinase (CDS_0039)

NC_028670.1 21325:29724(+)
nucleotide kinase (CDS_0038)

MGV-GENOME-0286550 21153:29823(+)

nucleotide kinase (CDS_0039)
CDS_0040

i+
|

MGV-GENOME-0288759 20938:29521(+)
nucleotide kinase (CDS_0034)

uvig_248972 19233:27778(+)

HNH endonuclease (CDS_0040) major head protein (CDS_0045)

AB716666.1 21977:32033(+)

nucleotide kinase (CDS_0033)
CDS_0034

!+
|

MGV-GENOME-0276695 20347:29017(+)

nucleotide kinase (CDS_0042)
CDS_0043

i#
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NC_047748.1 22187:31270(+)

nucleotide kinase (CDS_0040)

MGV-GENOME-0287271 22471:31314(+)

polynucleotide kinase (CDS_0043) CDS_0045
CDS_0044

iﬁ
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NC_047944.1 21805:31255(+)

polynucleotide kinase (CDS_0038) CDS_0040
CDS_0039

i+
|

NC_028870.1 20561:29596(+)
polynucleotide kinase (CDS_0044) CDS_0046

CDS_0045

MGV-GENOME-0288956 22211:31474(+)

polynucleotide kinase (CDS_0034) CDS_0036
CDS_0035

i+
|

MGV-GENOME-0276929 18780:27896(+)
polynucleotide kinase (CDS_0032) HNH endonuclease (CDS_0034)

CDS_0033

i4
|

MGV-GENOME-0271848 18700:28093(+)

polynucleotide kinase (CDS_0036) CDS_0038
CDS_0029 CDS_0037

i+
|

MGV-GENOME-0287574 19259:29579(+)

polynucleotide kinase (CDS_0036) CDS_0038
CDS_0030 CDS_0037

NC_047857.1 20132:29578(+)
polynucleotide kinase (CDS_0039) CDS_0040

NC_047779.1 19382:29404(+)

polynucleotide kinase (CDS_0037) CDS_0039

CDS_0038

NC_047849.1 19844:30444(+)
polynucleotide kinase (CDS_0039) CDS_0041

CDS_0040

MGV-GENOME-0289058 20404:30422(+)
polynucleotide kinase (CDS_0036) CDS_0037

NC_048172.1 19867:30072(+)
polynucleotide kinase (CDS_0037) CDS_0038

SRR7892427_NODE_13_length_43090_cov_264.621787 20316:30508(+)

polynucleotide kinase (CDS_0038)
CDS_0036 CDS_0039

%
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uvig 479093 20248:30529(+)

nucleotide kinase (CDS_0039)
CDS_0041
CDS_0040

i%
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MGV-GENOME-0285358 21079:30618(+)

nucleotide kinase (CDS_0037)
CDS_0038

i+
|

uvig 251114 20114:29105(+)

nucleotide kinase (CDS_0033)
CDS_0035
CDS_0034

E%

uvig 245956 18944:28876(+)

nucleotide kinase (CDS_0039)
CDS_0041
CDS_0040

!%
|

Han_2018_ERR1398150_NODE_58_length 43653 _cov_10.293798 20230:30625(+)

nucleotide kinase (CDS_0038)
CDS_0040
CDS_0039

!%
|

NC_023567.2 21622:30730(+)
CDS_0043 CDS_0045

uvig_254490 22506:32704(+)

GTP-binding domain (CDS_0039) HNH endonuclease (CDS_0044)

uvig 253466 21610:31738(+)
GTP-binding domain (CDS_0038) HNH endonuclease (CDS_0043)

MGV-GENOME-0281799 20925:31054(+)
GTP-binding domain (CDS_0039)

uvig 254866 22839:32460(+)

GTP-binding domain (CDS_0038)

uvig_246653 21528:31696(+)

CDS_0041

KP708985.1 22447:32303(+)

HNH endonuclease (CDS_0038) endonuclease (CDS_0041)
nucleotide kinase (CDS_0037) 39 RNA polymerase (CDS_0040) 42

+
|
\

uvig_239074 21482:31822(+)

nucleotide kinase (CDS_0037)
RNA polymerase (CDS_0038) CDS_0039

#
|
\

MGV-GENOME-0287553 21240:31544(+)

nucleotide kinase (CDS_0036)
endonuclease VII (EDS_0035)
HNH endonuclease (CDS_0037)
HNH endonuclease (CD5_0034)
exonuclease (CDS_0031) 32 | 38

#
.
|

MGV-GENOME-0300615 18313:29541(+)

nucleotide kinase (CDS_0034)
endonuclease VII (EDS_0033)
HNH endonuclease (CDS_0035)
HNH endonuclease (CDS_0032) 36

i+
|

MGV-GENOME-0286520 19419:29557(+)

4000 nt 1
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