
uvig_254866 14224:24410(+)

CDS_0021 CDS_0022 DNA polymerase (CDS_0023) CDS_0024
metallo-phosphoesterase (CDS_0025)

CDS_0026

HNH endonuclease (CDS_0027)

CDS_0028
CDS_0029

CDS_0030

ABC transporter (CDS_0031)

CDS_0032
exonuclease (CDS_0033)

CDS_0034
CDS_0035

uvig_246653 14226:24059(+)

CDS_0026
HNH endonuclease (CDS_0027)

endonuclease VII (CDS_0035)

MGV-GENOME-0289058 13370:23824(+)

HNH endonuclease (CDS_0023) nucleotidyltransferase (CDS_0025)
HNH endonuclease (CDS_0027)

CDS_0029 CDS_0030 CDS_0034

Han_2018_ERR1398150_NODE_58_length_43653_cov_10.293798 15731:23590(+)

CDS_0028
CDS_0029

HNH endonuclease (CDS_0030)
CDS_0032

CDS_0033

NC_047748.1 14515:23855(+)

CDS_0024
CDS_0025

CDS_0027 Gp5.5-like host HNS inhibition (CDS_0030) CDS_0036

NC_028664.1 14552:24083(+)

Gp5.5-like host HNS inhibition (CDS_0029)
CDS_0031 CDS_0032 CDS_0037 CDS_0038

uvig_479093 12876:23131(+)

DNA primase (CDS_0018)
CDS_0019 Gp5.5-like host HNS inhibition (CDS_0026) CDS_0031

MGV-GENOME-0288292 14751:24374(+)

HNH endonuclease (CDS_0030)

MGV-GENOME-0291998 14232:24288(+)

CDS_0023 CDS_0026 CDS_0028

SAMN00791954_a1_ct5591 14416:23856(+)

CDS_0028

NC_047787.1 13788:23365(+)

CDS_0027 CDS_0034

MGV-GENOME-0281222 13408:22934(+)

CDS_0022 CDS_0026

MGV-GENOME-0282367 11431:21728(+)

CDS_0027 HNH endonuclease (CDS_0032)

MGV-GENOME-0287553 13712:23340(+)

CDS_0021 CDS_0027

MGV-GENOME-0288956 14386:24075(+)

CDS_0031
CDS_0032

GQ413938.2 14079:24417(+)

CDS_0024
HNH endonuclease (CDS_0026)

CDS_0031
CDS_0032

MGV-GENOME-0287964 14765:24277(+)

CDS_0027 CDS_0031
CDS_0032

CDS_0039

uvig_239074 13989:23555(+)

endonuclease (CDS_0025) CDS_0029
CDS_0030

CDS_0031

uvig_227025 13719:23611(+)

CDS_0030
CDS_0031

CDS_0032 CDS_0037

uvig_256998 12613:22692(+)

CDS_0027 CDS_0029

MGV-GENOME-0287170 14365:23318(+)

HNH endonuclease (CDS_0028)

NC_023567.2 13828:23695(+)

HNH endonuclease (CDS_0028)
CDS_0030

CDS_0031
CDS_0032

MGV-GENOME-0286550 13672:23010(+)

CDS_0026
HNH endonuclease (CDS_0027)

MGV-GENOME-0285358 12710:23358(+)

HNH endonuclease (CDS_0027) CDS_0028

uvig_253466 12010:22735(+)

CDS_0018 CDS_0019 CDS_0025
HNH endonuclease (CDS_0026)

uvig_410676 14489:23527(+)

CDS_0027
CDS_0028

MGV-GENOME-0281799 13837:22909(+)

CDS_0026
CDS_0027

NC_047811.1 14997:23589(+)

CDS_0028
CDS_0029

MGV-GENOME-0287574 15103:22980(+)

CDS_0029

MGV-GENOME-0271848 13133:20973(+)

CDS_0024
CDS_0025

NC_047857.1 14929:26044(+)

CDS_0030 CDS_0031
polynucleotide kinase (CDS_0036)

CDS_0037
CDS_0038

N4-like RNA polymerase (CDS_0039)

SAMEA2737807_a1_ct21894 15064:26465(+)

CDS_0030 CDS_0031 nucleotide kinase (CDS_0035) CDS_0038

SRR7892427_NODE_13_length_43090_cov_264.621787 15142:23529(+)

CDS_0030

MGV-GENOME-0279010 9949:21062(+)

peptidase (CDS_0015)
CDS_0016 HNH endonuclease (CDS_0020) CDS_0023

MGV-GENOME-0300615 17929:26819(+)

exonuclease (CDS_0031)
CDS_0032

HNH endonuclease (CDS_0034)
endonuclease VII (CDS_0035)

nucleotide kinase (CDS_0036)

HNH endonuclease (CDS_0037)
CDS_0038

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function


