
uvig_121111 29263:37826(+)

33

amidase (CDS_0034)

35

gamma-glutamyl cyclotransferase (CDS_0036)

amidoligase enzyme (CDS_0037)

38
39 40 41 42

43
44

transcriptional regulator (CDS_0045)

46
47

uvig_87911 28990:40373(+)

37 38 39
integrase (CDS_0040)

integrase (CDS_0041)

42
43

44

IMGVR_UViG_3300029059_000378|3300029059|Ga0169653_100170|5523-70100 29293:38468(+)

38
integrase (CDS_0039)

40 41 42 47 48

uvig_312650 29265:46104(+)

38 39 40 41 42
integrase (CDS_0043)

44 45 46

IMGVR_UViG_3300029468_000078|3300029468|Ga0244207_100222 29266:40926(+)

38 39
integrase (CDS_0040)

41 42 43

uvig_325851 29338:41061(+)

38 39 40
integrase (CDS_0041)

42 43 44

uvig_170665 29268:42413(+)

38 39 40
integrase (CDS_0041)

42 43 44

ivig_4262 29253:41132(+)

38 39 40 41
integrase (CDS_0042)

43 44 45

uvig_484442 29260:39121(+)

38
integrase (CDS_0039)

40 41 42

uvig_327492 29259:39097(+)

38
integrase (CDS_0039)

40 41 42

IMGVR_UViG_2920277478_000005|2920277478|2920277527|16195-80880 29286:37954(+)

CDS_0038

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300029210_000111|3300029210|Ga0168823_100306 29298:41221(+)

38 39
integrase (CDS_0040)

41 42 43

uvig_117494 29264:43840(+)

38 39
40

integrase (CDS_0041)

42 43 44
45

46

integrase (CDS_0047)

48 49 50

uvig_165528 29245:40772(+)

38 39
40

integrase (CDS_0041)
integrase (CDS_0042)

43 44 45

uvig_53334 29268:43539(+)

38 39
40

41 42 43
integrase (CDS_0044)

45 46 47

uvig_52770 29405:38871(+)

39

integrase (CDS_0040)
integrase (CDS_0041)

42 43 44

IMGVR_UViG_2936959131_000014|2936959131|2936959492|5941-70731 29263:38189(+)

38 39 4041 42

IMGVR_UViG_3300029134_000256|3300029134|Ga0168775_100143|29843-90633 29268:35394(+)

CDS_0038 CDS_0039

Ma_2019_SRR413724_NODE_107_length_73032_cov_4.150513 29338:46825(+)

38

integrase (CDS_0039)

4041
42

43

RecE-like recombination exonuclease (CDS_0044)

recD_IV-D_1 (CDS_0045)
46
47

integrase (CDS_0048)

49 50 51

uvig_287547 29269:39298(+)

39
40

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0041)

42

integrase (CDS_0043)

44 45 46

uvig_222540 29373:39710(+)

38
39

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0040)

41

integrase (CDS_0042)

43 44 45

uvig_171473 29248:37332(+)

38
39

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0040)

41 42 43

IMGVR_UViG_3300029427_000107|3300029427|Ga0243889_1000232 29286:41296(+)

38

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0039)

40

transposase (CDS_0041)

42
integrase (CDS_0043)

44 45 46

uvig_80796 29262:42060(+)

38
39

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0040)

41 42
integrase (CDS_0043)

44 45 46

uvig_510932 29250:58334(+)

38

integrase (CDS_0039)
40
41 42 43

RegX3 (VF0858) (CDS_0044)

45 46 47 48
49

50 51 52
53

54 55

MutT/NUDIX hydrolase (CDS_0056)
57

58
59

60 61

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0062)

63
integrase (CDS_0064)

65 66 67

SAMN06164813_a1_ct27962_vs1 29250:44957(+)

38

integrase (CDS_0039)
40
41 42 43 44

integrase (CDS_0045)
46 47 48

uvig_107259 29253:53421(+)

38 39 40
41

integrase (CDS_0042)

43 44 45 46

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0047)

48
49

50 51
integrase (CDS_0052)

53 54 55

uvig_124674 29298:55738(+)

38 39 40 41
42

43 44 45 46 47 48 49 50
integrase (CDS_0051)

52 53 54

IMGVR_UViG_3300029385_000350|3300029385|Ga0243985_1000083|232-83096 29297:55876(+)

38
DNA methyltransferase (CDS_0039)

restriction endonuclease (CDS_0040)
Thoeris__ThsB_Global (CDS_0041)

42 43 44

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0045)

46

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0047)

48
AbiT__AbiTi (CDS_0049)

AbiT__AbiTii (CDS_0050)

51

transposase (CDS_0052)

53
54

55 56 57 58

IMGVR_UViG_3300029393_000346|3300029393|Ga0243986_1000161|59268-141809 29297:55553(+)

38
DNA methyltransferase (CDS_0039)

restriction endonuclease (CDS_0040)
Thoeris__ThsB_Global (CDS_0041)

42 43 44

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0045)

46

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0047)

48
AbiT__AbiTi (CDS_0049)

AbiT__AbiTii (CDS_0050)

51

transposase (CDS_0052)

5354 55 56 57

uvig_252499 29339:58122(+)

39 40 41 4243

dehydrogenase (CDS_0044)

45
46

47

48
49

50 51
52

53 54 55 56 57 58
integrase (CDS_0059)

60 61 62

ivig_1386 28995:46469(+)

38

endolysin (CDS_0040)

amidase (CDS_0041)
45 46

47
integrase (CDS_0048)

49
50 51 52 53 54

integrase (CDS_0055)

56 57
58

59

uvig_9437 29301:50243(+)

38

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0039)

integrase (CDS_0040)

transcriptional regulator (CDS_0041)

42
43

44 45 46 47

MutT/NUDIX hydrolase (CDS_0048)

49 50 51
52

integrase (CDS_0053)

54 55 56

IMGVR_UViG_3300029339_000395|3300029339|Ga0242823_1000272|4732-79075 29263:48043(+)

38 39 4041
42

43

RecE-like recombination exonuclease (CDS_0044)

45
recD_IV-D_1 (CDS_0046)

47 48
49

Sortase B (VF0789) (CDS_0050)

51

partition protein (CDS_0052)

53

uvig_445902 29263:43524(+)

38

integrase (CDS_0039)

4041
42

43 44

ABC transporter (CDS_0045)

46
47

integrase (CDS_0048)

49 50 51

uvig_277847 29245:52899(+)

38

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0039)

40 41

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0042)
transcriptional regulator (CDS_0043)

44
Wadjet__JetA_II (CDS_0045)

Wadjet__JetB_II (CDS_0046)

Wadjet__JetC_II (CDS_0047)
Wadjet__JetD_II (CDS_0048)

49 50 51 52 53

uvig_248990 29263:54944(+)

38 39 40
41

integrase (CDS_0042)

43 44 45 46
47

48
49

50
51

52 53

csa3_I_II_III_IV_V_VI_2 (CDS_0054)

55 56 57 58

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0059)

60

replication initiation protein (CDS_0061)

integrase (CDS_0062)
63 64 65

IMGVR_UViG_3300029531_000147|3300029531|Ga0244920_100030|110400-180581 29263:43648(+)

38 39 40
41

integrase (CDS_0042)

43 44 45 46
47

48 49

IMGVR_UViG_2902158813_000002|2902158813|2902158816|298-74151 29263:47656(+)

38 39

Menshen__NsnA (CDS_0040)
AbiD__AbiD (CDS_0041)

42

43
44

45
46

DNA polymerase/primase (CDS_0047)

48 49

HNH endonuclease (CDS_0050)
51

52
53

54 55

uvig_516346 29263:65881(+)

38 39 40 41 42 43 44 45 46 47 48 49 50

LOS (VF0326) (CDS_0051)

52
53

54
55

tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0056)

57 58 59
integrase (CDS_0060)

61 62 63 64

IMGVR_UViG_3300029731_000120|3300029731|Ga0245178_100237 29268:71269(+)

38 3940 41 42 43 44 45 46 47
48

4950 51

sporulation protein (CDS_0052)

53

sporulation protein (CDS_0054)

sporulation protein (CDS_0055)
56 57 58

DNA primase/helicase (CDS_0059)

60
61

62

sporulation protein (CDS_0063)

64

sporulation protein (CDS_0065)

66 67
68

69 70
integrase (CDS_0071)

72 73 74

ivig_1814 69290:76694(+)

97 98
99

integrase (CDS_0100)

101

IMGVR_UViG_2854389045_000004|2854389045|2854389063|9020-75998 59899:66977(+)

89 90
91

integrase (CDS_0092)

93

uvig_158004 29281:36499(+)

CDS_0038

transcriptional regulator (CDS_0039)
CDS_0043

CDS_0044

IMGVR_UViG_2876102353_000002|2876102353|2876102394|16368-95080 1:19060(+)

1 2 3

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0004)
lincosamide nucleotidyltransferase Lnu(P) (NF000061.1) (CDS_0005)

6 7 8 9
10

11 12 13 14 15 16 17 18
19

20

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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