superinfection exclusion (CDS_0028)

endolysin (CDS_0025) Franscriptional regulator (CDS_0032)
holin (CDS_0022) metallo-protease (CDS_0029) 34 40
21 | 23 24 26 27 | ] 3031 | 33[35 36 3738 39] 41

— — —
IMGVR_UViG_3300045988 069951|3300045988|Ga0495776_113618 17537:28970(+)

superinfection exclusion (CDS_0029)
%scriptional regulator (CDS_0033)
metallo-protease (CDS_0030) 35
26 27 28 | ] 3132 | 34[36 37

— I
IMGVR_UViG_3300045988_095671|3300045988|Ga0495776_170488 17487:30388(+)

ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0028)
Rha-like transcriptional regulator (CDS_0037)
superinfection exclusion (CDS_0033)
metallo-protease (CDS_0034) 39
26 27 2930 31 32 | | 3536 | 3840 41

— I I I
uvig_329585 17543:32449(+)
transcriptional regulator (CDS_0045)
MADS_ mad1 (CDS_0044)
integrase (CDS_0026) ‘ 47
27 28 29 30 31 32 3334 35 36 37 3839 40 41 42 43 46[48 49

ivig 473 17505:39251(+) T
transcriptional regulator (CDS_0045)
MADS_ mad1 (CDS_0044)

integrase (CDS_0026) 47
27 28 29 30 31 32 3334 35 36 37 38 39 40 41 42 43 @TAS 49

IMGVR_UViG_2876106606_000001|2876106606]2876106618[30125-79431 17505:38533(+)

CDS_0030
CDS_0029
CDS_0032
CDS_0026 CDS 0031 CDS.0033

—
uvig 320058 17487:24482(+)
8000 nt 1

integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence AMR
— | I I



