CDS_0065

CDS_0066
single strand DNA binding protein (CDS_0058) CDS_0063 terminase small subunit (CDS_0069)
CDS_0060 CDS_0062 CDS_0067
CDS_0057 DNA polymerase (CDS_0059, DNA primase (CDS_0061) | CDS_.0064 | CDS_0068 terminase large subunit (CDS_0001)

Ui
¥
8
o
ot
|

i%

<
@)
<
el
C
<
@)
W
W
o
o
o
X
O
N}
@
fos)
=
w1
N
=
N
o
w
W
o
o
o
i
w
~0
@
@
[}
i)
o
X
~O
w
~
~
o~
o
Q
o
o
[N
N
i
W
=
od)
o~
=
w
W
@

X 6 (+)
CDS_0050 CDS_0053

|
i
©
|

IMGVR_UViG_2920947851_000007|2920947851|2920947894(109995-154337 35536:44330(+)
Druantia_ll__DruM (CDS_0047)

CDS 0050
CDS 0049

—
MGV-GENOME-0271135 32111:40494(+)

CDS_0045
CDS_0044 | CDS_0046

—
MGV-GENOME-0262613 28876:37259(+)

CDS_0057
CDS_0056 |CDS_0058

IMGVR_UViG_3300029535_000162|3300029535|Ga0244855_100041|74191-120324 37727:46121(+)

CDS_0049
CDS_0048 | CDS_0050

IMGVR_UViG_3300029363_000048|3300029363|Ga0243878_100646 32361:40015(+)

CDS_0046
CDS_0045 T CDS_0047

MGV-GENOME-0256715 30409:37870(+)

DNA methyltransferase (CDS_0039)
CDS_0042

CDS_0043

CDS_0041

MGV-GENOME-0267545 27441:35351(+)
CDS_0038 CDS_0039

MGV-GENOME-0236210 26872:34551(+)

CDS_0054 CDS_0055

IMGVR_UViG_2920954040_000004|2920954040/2920954061|159803-204250 36593:44435(+)

CDS_0053
CDS_0052 |CDS_0054

MGV-GENOME-0295023 35781:43694(+)

DNA methylase (CDS_0043)
CDS_0046
CDS_0047
CDS_0042 | CDS_0045

|
P
3

MGV-GENOME-0260508 29023:36941(+)

CDS_0037
CDS_0036 | CDS_0038

MGV-GENOME-0229603 25328:33227(+)

CDS_0053 CDS_0054  CDS_0057

<
@)
<
el
C
<
@)
)
W
o
o
o
X
o
0
o]
©
o
~
Ne)
5
w
w
o
o
o
=
G
0
©
®
@
5
o
X
N}
51
~
~
[oN
o
ol
N
N
o
=
w
~
=
o
~N
i
0
o
~
O

X : (+)
CDS_0039 CDS_0040

MGV-GENOME-0234432 26261:34183(+)

CDS_0054 CDS_0055

vig. 150632 36763:43937(+) o B B
CDs 0045
CDS_0044
/1" " — - A I I

MGV-GENOME-0266206 29546 37458(+)
CDS_0050 CDS_0051

IMGVR_UViG_3300045988_081034|3300045988|Ga0495776_112255 34833:42292(+)
CDS_0039 CDS_0040

MGV-GENOME-0238326 27037:34953(+)

CDS_0045 CDS_0046

MGV-GENOME-0318307 30385:38301(+)

CDS_0043
CDS_0040 CDS 0044
"] cDs_0042] CDS_0045

MGV-GENOME-0267290 28802:36831(+)

CDS_0046
CDS_0047
CDS_0045 | [ CDS_0048

MGV-GENOME-0261902 30259:38777(+)

47 49
46 [48]50

MGV-GENOME-0258359 30688:38149(+)

CDS_0038
CDS_0039
CDS.0037 | | €DS_0040

MGV-GENOME-0218515 23618:31286(+)

CDS_0039
CDS 0038 | CDS 0040

MGV-GENOME-0235577 26740:34420(+)

CDS_0037
CDS.0036 | CDS.0038

MGV-GENOME-0220379 23825:31605(+)

CDS_0032
CDS_0031 CDS_0033

MGV-GENOME-0181466 17200: 24879(+)

CDS_0046
CDS_0045
CDS_0044] | CDS 0047

MGV-GENOME-0260367 30589: 38500(+)
CDS_0040 CDS_0041

uvig 485774 27555:35139(+)
CDS_0039

MGV-GENOME-0238445 27729:34977(+)

CDS_0044

MGV-GENOME-0284615 31630:39076(+)

CDS_0044 CDS_0045

l
|

MGV-GENOME-0250375 29356:36782(+)
CDS_0038 CDS_0040

MGV-GENOME-0243240 28041:35673(+)
CDS_0037 CDS_0038

uvig_73813 26223:34164(+)
CDS_0033

MGV-GENOME-0199647 20014:27899(+)

CDS_0046
MGV-GENOME-0257560 30304:38017(+ . T
CDS_0052 CDS_0053
s  mei meCECE S  —

MGV-GENOME-0284713 34264: 42207(+)
CDS_0039 CDS_0040

!

MGV-GENOME-0239708 27295:35170(+)

CDS_0037

MGV-GENOME-0217253 23431:31060(+)
CDS_0058 CDS_0061

IMGVR_UViG_3300045988_100921|3300045988|Ga0495776_097461 37917:45619(+)

CDS_0033
I —— e e N,
MGV-GENOME-0199317 20080:27839(+)

CDS_0039

MGV-GENOME-0239236 26358:33324(+)

CDS_0042 CDS_0043

MGV-GENOME-0256829 28686:35580(+)
CDS_0050

<
Q
<
el
C
<
@)
w
W
o
o
o
i
O
N}
®
e
o
K
o
]
(S
N
w
W
o
o
o
e
O
0
@®
@
[}
j%)
o
X
NS)
o
~
~
o~
-
~
~0
=
[oN
o
w
[
[
@
N
i
s
w
]
W

2 : (+)

CDS_0045
I — _ . —_— I I
MGV-GENOME-0299162 30453:38239(+)
CDS_0053
— e s nel) mumml el m—
MGV-GENOME-0290490 36592:44376(+)
CDS_0045

MGV-GENOME-0260289 30587:38486(+)

CDS_0037
e e — s e S m—
MGV-GENOME-0233509 25922:33995(+)
CDS_0049 CDS 0053

MGV-GENOME-0315647 35210:43469(+)
CDS_0045

MGV-GENOME-0261277 30390:38661(+)

CDS_0055
CDS_0054

IMGVR_UViG_3300045988_070234|3300045988|Ga0495776_092826 36456:44664(+)

CDS_0041

MGV-GENOME-0297324 28134:36337(+)

CDS_0058
CDS_ 0057 | CDS_0059

[  —— | —
MGV-GENOME-0294922 36970:45358(+)
CDS_0048
—— ——————————————————— ] — e (| —

MGV-GENOME-0274560 33055:41130(+)
CDS 0045

MGV-GENOME-0256499 30323:37836(+)

CDS_0042

MGV-GENOME-0256621 29005:36217(+)
CDS_0057

uV|g 237316 42196:1338(+)
CDS_0043

MGV-GENOME-0261205 30602:38649(+)
CDS_0051

<
Q
<
el
C
<
9]
w
W
o
o
o
=
[
N}
@®
e
o
%
[oN
(%]
w
w
o
(e}
o
=
[N
0
@®
(o<}
)
)
o
X
NS}
o
~
~
o~
(o]
=
~
N
o
N
w
o
0o
-
w
=
w
)
®

(+)
CDS_0042

MGV GENOME-0264025 28762:36547(+)

Druantia_ll_DruM (CDS_0042)

1 — N — I I
MG\/ GENOME-0250920 28708:36875(+)
CDS_0039
CDS_0038

MGV-GENOME-0235525 26174:34409(+)
DNA methyltransferase (CDS_0037)

MGV-GENOME-0277703 23042:31099(+)
DNA methyltransferase (CDS_0043)

MGV-GENOME-0304006 30538:38591(+)

DNA methyltransferase (CDS_0051)
CDS_0053

!#

V-GENOME-0290885 36544:1338(+)

<
Q

DNA methyltransferase (CDS_0052)

IMGVR_UViG_3300045988_086704(3300045988|Ga0495776_014420 36868:1338(+)
DNA methyltransferase (CDS_0052)

CDS_0055
——————— P — e ——————
MGV GENOME-0292441 36632:1338(+)
CDS_0057 portal protein (CDS_0002)
e s L ———————————————————— I e I
MG\/ GENOME-0294996 37476:3103(+)
CDS_0056

<
Q
<
el
C
<
(9]
wW
W
o
o
o
o
@
s
~O
~
o
o
o
o
o
Y
wW
W
o
o
o
o
@
a
0
~
(9]
I

o
=
[N
=
o
=
5N
=
o
(@]
N
[oN
@
w
~
w
O
o
w
=
o
N

. : (+)

CDS_0054
CDS 0053 |CDS 0055

MGV-GENOME-0294934 36956:3105(+)
CDS_0062

IMGVR_UViG_3300029108_000153|3300029108|Ga0169642_100023|107878-157848 42692:49958(+)

CDS_0045
L I o ——— e ——————————— B I I
MGV-GENOME-0286278 30673:38115(+)
CDS_0054 head maturation protease (CDS_0003)

IMGVR_UViG_3300045988_065303|3300045988|Ga0495776_014018 37245:5142(+)
Druantia_ll__DruM (CDS_0046) DNA methyltransferase (CDS_0047)

GV-GENOME-0297721 31607:40129(+)

<

radical SAM domain protein (CDS_0044)
CDS_0046 CDS_0048

MGV-GENOME-0257748 30147:38050(+)

DNA methyltransferase (CDS_0052) CDS_0053

IMGVR_UViG_3300045988_065849|3300045988|Ga0495776_150065 33887:41584(+)
CDS_0043 CDS_0044

MGV GENOME-0255836 30398:37716(+)

CDS_0045
CDS.0044 [ CDS_0047

GV-GENOME-0262820 29535:37726(+)

<

CDS_0040

MGV-GENOME-0239417 27132:35124(+)
CDS_0052

IMGVR _UViG_3300045988 081148|3300045988|Ga0495776_164186 36365:44566(+)
Druantia_ll__DruM (CDS_0050)

CDS_0053
CDS_0052
IMGVR_UViG_3300045988_059207|3300045988|Ga0495776_186780 36341:44228(+)
DNA polymerase (CDS_0048)
CDS_0049 CDS_0054
—_— I N — . I I
uvig_ 566051 36550:45124(+)
CDS_0039
I I I — — I

Wvig 263259 27878:36324(+)
terminase small subunit (CDS_0047)

MGV-GENOME-0261845 33326:38779(+)
Sak4-like ssDNA annealing protein (CDS_0031)

CDS 0030
CDS_0029
CDS 0028 | | DNA polymerase (CDS_0034)

———— —
MGV-GENOME-0224140 20349:30911(+)

5000 nt 1

DNA, RNA and nucleotide metabolism head and packaging other unknown function Defence




