RT_III-AM_I1I-B_2 (CDS_0030) DNA methyltransferase (CDS 0037) 41 43 45 47
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MGV-GENOME-0332484 18556:42131(+)

39 41
RT_III-AM_III-B_2 (CDS_0030) 31 32 33 34 35 36 37 387140 [ 42

MGV-GENOME-0353226 18556:37950(+)
RT_III-AM_I11-B_2 (CDS_0028) 29 30 31 32 33 34 35 36373839 40

IMGVR_UViG_3300045988_101249|3300045988|Ga0495776_151518 18578:35777(+)

endolysin (CDS_0033) 43
RT_III-AM_lII-B_2 (CDS_0028) 29 30 3132 | 3435 36 37 38394041 42 [4445 46

Norman_24_NODE_6_length_52693_cov_46.803393 18578:39657(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (CDS_0039)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0036)
RT_III-AM_I11-B_2 (CDS_0028) 29 30 31323334 35 37 38 | 40 41 42 43 44 45 46 47 48 49

uvig_582735 18578:47767(+)
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CD5 0031]

MGV-GENOME-0273645 18595:26241(+)
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