
IMGVR_UViG_3300029343_000055|3300029343|Ga0243725_1002683 1:8406(+)

CDS_0001 CDS_0002

RNA polymerase sigma factor (CDS_0003)

CDS_0004
CDS_0005

CDS_0006

Retron_VI__HTH (CDS_0007)
Retron_VI__HTH (CDS_0008)

CDS_0009
CDS_0010

CDS_0011
CDS_0012

CDS_0013

IMGVR_UViG_3300008725_000228|3300008725|Ga0115670_1002203 1:8893(+)

CDS_0005

IMGVR_UViG_3300029609_000350|3300029609|Ga0245148_101440|3-15217 1:9786(+)

CDS_0005 CDS_0006

IMGVR_UViG_3300045988_138020|3300045988|Ga0495776_187490 1:8252(+)

CDS_0005
CDS_0006

IMGVR_UViG_3300023499_000305|3300023499|Ga0257052_100477|13630-30125 1:10630(+)

clamp loader of DNA polymerase (CDS_0005) CDS_0006

IMGVR_UViG_3300029704_000333|3300029704|Ga0245212_100440|4587-19984 1:9969(+)

clamp loader of DNA polymerase (CDS_0005)

IMGVR_UViG_3300010278_000402|3300010278|Ga0129311_1001079|1-18278 1:12849(+)

CDS_0005
CDS_0006 CDS_0007

IMGVR_UViG_3300029885_000292|3300029885|Ga0245329_101368|48-15710 1:10234(+)

CDS_0005
aminoglycoside 6'-N-acetyltransferase, group E (NF043067.1) (CDS_0006)

CDS_0007

IMGVR_UViG_3300023718_000027|3300023718|Ga0257036_11115 1:12209(+)

clamp loader of DNA polymerase (CDS_0005)
CDS_0006 CDS_0007

IMGVR_UViG_3300007361_000290|3300007361|Ga0104787_100543|13425-31484 1:12194(+)

CDS_0005 CDS_0006

IMGVR_UViG_3300029712_000368|3300029712|Ga0245206_101539|13987-28937 1:8729(+)

CDS_0005 CDS_0006

IMGVR_UViG_3300029594_000239|3300029594|Ga0245142_100117|82691-97304 1:9186(+)

CDS_0005
CDS_0006

CDS_0007

IMGVR_UViG_3300029873_000195|3300029873|Ga0245321_102219 1:10134(+)

CDS_0005
CDS_0006

CDS_0007

IMGVR_UViG_3300029745_000351|3300029745|Ga0245251_100661|34500-50573 1:10646(+)

Tyrosine phosphatase (VF0852) (CDS_0005) 6 7 8 9

MGV-GENOME-0109738 2032:11116(+)

CDS_0010

uvig_69383 1:13913(+)

clamp loader of DNA polymerase (CDS_0005) 6 7
Purine synthesis (VF0811) (CDS_0008)

9

IMGVR_UViG_3300029340_000045|3300029340|Ga0243727_1001981 1:6231(+)

CDS_0002

uvig_181198 1:13360(+)

5 6 7
RpoS (VF0166) (CDS_0008)

DNA primase (CDS_0009)

IMGVR_UViG_3300029713_000176|3300029713|Ga0245252_101949 1:11111(+)

Streptococcal lipoprotein rotamase A (VF1047) (CDS_0005)
6 7 8 9

IMGVR_UViG_3300029580_000252|3300029580|Ga0245096_100295|2-17304 1:11875(+)

CDS_0005
CDS_0006

CDS_0007 DNA methyltransferase (CDS_0008)

IMGVR_UViG_3300007641_000150|3300007641|Ga0105527_100123|39474-55060 1:10158(+)

CDS_0005 DNA methyltransferase (CDS_0006)

IMGVR_UViG_7000000246_000145|7000000246|SRS078176_LANL_scaffold_139 1:11809(+)

CDS_0005
CDS_0006

CDS_0007 DNA methyltransferase (CDS_0008)

IMGVR_UViG_3300029878_000289|3300029878|Ga0245327_100011|343000-360304 1:11877(+)

5 6 7 8 DNA methyltransferase (CDS_0009)

IMGVR_UViG_7000000515_000159|7000000515|SRS049995_LANL_scaffold_19281 1:11797(+)

CDS_0005
CDS_0006 CDS_0007 DNA methyltransferase (CDS_0008)

Retron_VI__HTH (CDS_0010)

IMGVR_UViG_3300045988_135316|3300045988|Ga0495776_121181 1:11025(+)

CDS_0005 CDS_0006
DNA methyltransferase (CDS_0007)

transcriptional repressor (CDS_0009)

CDS_0010

IMGVR_UViG_3300000273_000084|3300000273|EM039_1015573 1:6231(+)

CDS_0005
CDS_0006

Retron_VI__HTH (CDS_0007)

uvig_440050 18942:13841(+)

5 6 7 8 9 RegX3 (VF0858) (CDS_0010)26

uvig_30249 1:16264(+)

clamp loader of DNA polymerase (CDS_0005) 6 7 8 9 10 11

uvig_266010 1:9456(+)

transcriptional repressor (CDS_0006)
CDS_0007 CDS_0013 CDS_0014

uvig_15070 1:9269(+)

transcriptional repressor (CDS_0006)
CDS_0007

uvig_46262 1:7697(+)

transcriptional regulator (CDS_0005)
CDS_0006

uvig_446514 1:9891(+)

transcriptional regulator (CDS_0006)
CDS_0007 CDS_0012

uvig_505381 1:9450(+)

CDS_0006
Retron_VI__HTH (CDS_0007)

IMGVR_UViG_3300029716_000222|3300029716|Ga0245260_1002521 1:10009(+)

transcriptional repressor (CDS_0006)
Retron_VI__HTH (CDS_0007) head maturation protease (CDS_0014)

uvig_520062 1:9661(+)

transcriptional repressor (CDS_0006)
CDS_0007

uvig_550420 1:11972(+)

Streptococcal lipoprotein rotamase A (VF1047) (CDS_0005)

6

nudix hydrolase (CDS_0007)
RegX3 (VF0858) (CDS_0008)

9

transcriptional repressor (CDS_0010)

11

IMGVR_UViG_3300029365_000498|3300029365|Ga0243866_1001070|7279-23875 1:11168(+)

DNA invertase (CDS_0005)
CDS_0006 RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0007)

IMGVR_UViG_3300029715_000460|3300029715|Ga0245215_1001337|7201-24745 1:11680(+)

tail fiber protein (CDS_0005)
CDS_0006

CDS_0007

uvig_105072 1:9527(+)

CDS_0006
Retron_VI__HTH (CDS_0007)

uvig_18861 1:9342(+)

transcriptional repressor (CDS_0006)
Retron_VI__HTH (CDS_0007)

Rampelli_Norman_15_NODE_821_length_13694_cov_6.953736 1:10029(+)

CDS_0006
Retron_VI__HTH (CDS_0007)

IMGVR_UViG_3300029852_000057|3300029852|Ga0245291_102381 1:10066(+)

CDS_0006
Retron_VI__HTH (CDS_0007)

uvig_45875_ 1:10664(+)

transcriptional repressor (CDS_0005)
Retron_VI__HTH (CDS_0006) portal protein (CDS_0012)

MGV-GENOME-0097234 1:9999(+)

CDS_0005
CDS_0006

CDS_0007
transcriptional repressor (CDS_0009)

Retron_VI__HTH (CDS_0010)

IMGVR_UViG_3300029032_000093|3300029032|Ga0169753_100706 1:9567(+)

CDS_0005CDS_0006
Retron_VI__HTH (CDS_0007)

uvig_42204 12109:8773(+)

CDS_0005
CDS_0006

Retron_VI__HTH (CDS_0007)

Retron_VI__HTH (CDS_0008)

IMGVR_UViG_3300030029_000326|3300030029|Ga0245284_1001166|1-12773 1:9108(+)

CDS_0005
CDS_0006

Retron_VI__HTH (CDS_0007)

Retron_VI__HTH (CDS_0008)

uvig_412925 1:9471(+)

CDS_0005
Retron_VI__HTH (CDS_0006)

Retron_VI__HTH (CDS_0007)

uvig_534375 11270:8839(+)

CDS_0005
CDS_0006

Retron_VI__HTH (CDS_0007)

terminase small subunit (CDS_0019)
CDS_0020

CDS_0021

IMGVR_UViG_3300007111_000063|3300007111|Ga0102634_101735 11601:8174(+)

CDS_0005
Retron_VI__HTH (CDS_0006)

IMGVR_UViG_3300008100_000063|3300008100|Ga0114174_101280 1:8281(+)

transcriptional repressor (CDS_0005)
CDS_0006

uvig_185537 1:13980(+)

DNA methyltransferase (CDS_0005) CDS_0007
CDS_0008

Retron_VI__HTH (CDS_0009)

Retron_VI__HTH (CDS_0010)

uvig_161067 1:8416(+)

CDS_0005
transcriptional regulator (CDS_0006)

CDS_0007 CDS_0012

IMGVR_UViG_3300045988_148973|3300045988|Ga0495776_181316 1:10628(+)

CDS_0005
CDS_0006

CDS_0007 CDS_0009

uvig_448583 1:11679(+)

4 5 6 7 8
MazF-like growth inhibitor (CDS_0009)

10

IMGVR_UViG_3300023491_000029|3300023491|Ga0257045_101592 1:5852(+)

CDS_0001 CDS_0002

6000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail
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