CDS_0011 PhoH-like phosphate starvation-inducible (CDS_0017)

CDS_0010 CDS_0012 tail length tape measure protein (CDS_0015) CDS_0019
CDS_000%9 \ CDS_0013 CDS_0014 \ CDS_0016 CDS_0018 CDS_0020 ERCCA4-type nuclease (CDS_0021)
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Station122_SUR_ALL_assembly_NODE_708_length_21418_cov_5.481299 9236:21417(+)
tail length tape measure protein (CDS_0015) CDS_0016
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Station70_SUR_ALL _assembly NODE_855_length_25279 _cov_4.704290 9246:25278(+)

tail length tape measure protein (CDS_0016) CDS_0017
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Station33_SUR_ALL _assembly NODE_770_length_21292_cov_5.165796 9039:21291(+)

CDS_0015
CDS_0012 CDS_0014 CDS_0016
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Station155_DCM_ALL assembly_ NODE_4140_length_19175_cov_15.446339 9420:19174(+)

CDS_0018
tail length tape measure protein (CDS_0016) CDS_0017 CDS_0019
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Station158_MES_ALL assembly NODE_2835_length_25970_cov_19.133050 9734:25961(+)

CDS_0009 PhoH-like phosphate starvation-inducible (CDS_0019)
CDS_0008 CDS_0014 tail length tape measure protein (CDS_0017) CDS_0018

O e S G G N N I ), IS I N

Station155_MES_ALL assembly NODE_3656_length_24722 cov_9.744922 8657:23736(+)
CDS_0014
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Station155_MES_ALL_assembly NODE_3644 length_24757_cov_11.163023 8649:22735(+)

CDS_ 0011 CDS_0016
CDS_0010 [ CDS_.0017 CDS_0018
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Station38_DCM_ALL assembly NODE_313_length_19370_cov_4.425835 9008:19264(+)

CDS_0009
] cps_0010 CDS_0015 CDS_0016
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Station34_SUR_ALL_assembly_ NODE_1161_length_18033_cov_36.393592 8225:18032(+)
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DNA, RNA and nucleotide metabolism other tail unknown function



