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Station158_MES ALL assembly NODE_2835 length 25970_cov_19.133050 1956:11648(+)
CDS_0001 CDS_0006
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Station155_DCM_ALL_assembly_ NODE_4140_length_19175_cov_15.446339 1:11319(+)
methyltransferase (CDS_0008)
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Station38_DCM_ALL assembly NODE 313 length 19370 cov 4.425835 1723:13111(+)
CDS_0009 CDS_0014 CDS_ 0015
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Station155_MES_ALL assembly NODE 3644 length_24757_cov_11.163023 4764:13977(+)

PhoH-like phosphate starvation-inducible (CDS_0017)
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Station34_SUR_ALL_assembly_ NODE_1161_length_18033_cov_36.393592 4350:14869(+)
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other unknown function



