Retron_VI_HTH (CDS_0038)
Retron_VI_HTH (CDS_0035)
Exfoliative toxin (VFO009) (CDS_0029) anti-repressor (CDS_0039) Sak-like ssDNA annealing protein (CDS_0045)
26 27 endolysin (CDS_0028) 0 31 32 33 34 36 37 40 41 42 43 44 46

\

)
|
|

TemPhD_cluster_60610 22615:34302(+)

transcriptional repressor (CDS_0033)
transcriptional regulator (CDS_0032)
ParB-like partition protein (CDS_0035)
ParB-like partition nuclease (CDS_0034) anti-repressor (CDS_0038)
30 31 | | | 36 37 39 40

\
|

#
#

TemPhD_cluster_24361 22120:34848(+)

transcriptional regulator (CDS_0031) Retron_VI_Hﬂ-l (CDS_0036)
Retron_VI__HTH (CDS_0032) anti-repressor (CDS_0037)

FS Sma_Sma(CDS 0030) | 33 34 35 | 38

\
|
#

TemPhD_cluster_27253 22181:34435(+)

transcriptional repressor (CDS_0035)
transcriptional regulator(fDS_OO34)
excisionase (CDS_0030) " anti-repressor Ant (CDS_0036)
29 | 31 32 33 | | 37 38

|
|
#

TemPhD_cluster_49070_ 21963:33435(+)

transcriptional repressor (CDS_0035)
transcriptional regulator(fDS_OO34)
excisionase (CDS_0029) 30 31 32 88 | 3 37 38

|
%

IMGVR_UViG_2588253774_000003|258825377412588272061|153625-197313 21963:34014(+)

transcriptional repressor (CDS_0034)
transcriptional regulator (EDS_0033)
excisionase (CDS_0029) 30 31 32 35 36 37

|
8-
iy,

NC_054979.1 21962:33433(+)
5000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function Defence Virulence
— | N I



