tail completion or Neck1 protein (CDS_0007)
tail assembly chaperone (CDS_0011) DNA polymerase processivity factor (CDS_0014)
tail length tape measure protein (CDS_0012) transcriptional regulator (CDS_0016)

tail sheath (CDS_0009) \ DnaB-like replicative helicase (CDS_0013)
CDS_0008 tail protein (CDS_0010) | cDs_0015 CDS_0017

MGV-GENOME-0145828 5628:15066(+)

tail length tape measure protein (CDS_0012)

MGV-GENOME-0137244 5637:14078(+)

tail length tape measure protein (CDS_0012)
CDS_0013

i#

MGV-GENOME-4353326 5637:13902(+)

single strand DNA binding protein (CDS_0012)
CDS_0013

;#

MGV-GENOME-0139549 5622:14336(+)

tail length tape measure protein (CDS_0012) CDS_0014
\ CDS_0013

MGV-GENOME-0154701 5637:15814(+)

single strand DNA bin@g protein (CDS_0016)
transcriptional regglator (CDS_0013)
tail length tape measure protein (CDS_0012) ‘

| 1415 17

!+

MGV-GENOME-0161370 5628:17108(+)

CDS_0008
@_0009 single strand DNA binding protein (CDS_0015)
CDS_0007 CDS_0014 —r replication initiation protein (CDS_0016)

MGV-GENOME-0145792 5180:14653(+)

single strand DNA binding protein (CDS_0021)
baseplate protein (CDS_0018)
tail length tape measure protein (CDS_0013) 14  endolysin (CDS_0015) 16 17 19 20 replication initiation protein (CDS_0022)

MGV-GENOME-0192826 5607:21826(+)

baseplate protein (CDS_0017)
tail length tape measure protein (CDS_0012) 13  endolysin (CDS_0014) 15 16 18 23

MGV-GENOME-0170505 5637:18607(+)

6000 nt 1
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