toxin-antitoxin system HicB-like (CDS_0007)
MazG-like pyrophosphatase (CDS_0004;
CDS_0042 DNA methyltransferase (CDS_0005)
CDS_0043 CDS_0003 ‘ |
CDs_ 0041 CDS_0001 CDS_0002 CDS_0006CDS_0008 CDS_0009 CDS_0010 CDS.0011  CDS_0012

%
%
%+

TemPhD_cluster_52069 31071:9988(+)
CDS_0041 CDS_0004 toxin-antitoxin system HicB-like (CDS_0005)

TemPhD_cluster_44084 30343:9207(+)
CDS_0004 toxin-antitoxin system HicB-like (CDS_0005)

IMGVR_UViG_2906590504_000002|2906590504]2906590510|108099-136746 1:9228(+)

DNA methyltransferase (CDS_0004)
DNA methyltransferase (CDS_0003) CDS_0006 toxin-antitoxin system HicB-like (CDS_0007)

TemPhD_cluster 24975 31207:10498(+)
CDS_0006 toxin-antitoxin system HicB-like (CDS_0007)

TemPhD_cluster_51964 31897:10481(+)

DNA methyltransferase (CDS_0004)
DNA methyltransferase (CDS_0003) CDS_0006 toxin-antitoxin system HicB-like (CDS_0007)

IMGVR_UViG_2879046454_000004|2879046454|2879046515 1:9484(+)

DNA methyltransferase (CDS_0004)
DNA methyltransferase (CDS_0003) CDS_0011

IMGVR_UViG_2937921087_000002|2937921087|2937921093|329-31569 1:9484(+)

Cox-like excisionase and repressor (CDS_0038) DNA methyltransferase (CDS_0004)
"] cDs_0039 CDS_0003 CDS_0011

g#

TemPhD_cluster_52020 30415:10498(+)

MazG-like pyrophosphatase (CDS_0004)
CDS_0003 CDS_0008

{
|

U24159.1 1:10005(+)

MazG-like pyrophosphatase (CDS_0003)
CDS_0005

%ﬁ

TemPhD_cluster 63272_29544:8681(+)
Druantia_ll__DruM (CDS_0003)

TemPhD_cluster_51880 31094:9493(+)
CDS_0005

TemPhD_cluster_44156 30222:9534(+)
CDS_0003 CDS_0004

SRS148472 a1 ct34287 vsO1 1:8696(+)
CDS_0003 CDS 0004

IMGVR_UViG_3300007120_000090|3300007120|Ga0102643_100024(80267-109074 1:7987(+)

CDS_0004
CDS 0003 | CDS.0005

IMGVR_UViG_2903676280_000002|2903676280|2903676293|220245-253853 1:8904(+)
CDS_0003 CDS_0004

IMGVR_UViG_3300008082_000014[3300008082|Ga0105968_1000258 1:8753(+)
CDS_0003 CDS_0004

SRS098626_al ct20196 1:9713(+)
CDS_0003 MazG-like pyrophosphatase (CDS_0004)

SRS143214 al ct3235 vs01 1:8962(+)
MazG-like pyrophosphatase (CDS_0003)

SRS104830_al ct23380_vs1 1:8778(+)
DNA methyltransferase (CDS_0003)

IMGVR_UViG_3300008514_000126|3300008514|Ga0111023_100286[312-30577 1:7971(+)

DNA methyltransferase (CDS_0003)

SRS143680_al _ct20498 vs01 1:7970(+)
Druantia_ll__DruM (CDS_0003)

uvig_182242 1:8666(+)

DNA methyltransferase (CDS_0004)

| MGVR_UViG_3300008717_000011|3300008717\630113876_100ﬁ4 1:9296(+)
CDS_0042 CDS_0005

IMGVR_UViG_3300045988_092643|3300045988|Ga0495776_010959 3054m30(+)

CDS_0036 CDS_0003 MazG-like pyrophosphatase (CDS_0004)

uvig_576988 28844:8226(+)
CDS_0003  DNA methyltransferase (CDS_0005)

IMGVR_UViG_3300008495_000016|3300008495|Ga0114893 100124 1:8526(+)
CDS_0003 MazG-like pyrophosphatase (CDS_0004)

IMGVR _UViG_2816332271 000003|2816332271|2816340985/90006-118605 1:8253(+)
DNA methyltransferase (CDS_0006)

TemPhD_cluster_9052 31554:10006(+)

DNA methyltransferase (CDS_0006)

uvig_577530 30789:9998(+)
CDS_0003 terminase large subunit (CDS_0008)

IMGVR_UViG_3300045988_109140|3300045988|Ga0495776_119264 1:9540(+)

CDS_0003
CDS_0002. T MazG-like pyrophosphatase (CDS_0004)

IMGVR_UViG_3300007968_000108|3300007968|Ga0105969_100059|31900-64644 1:9917(+)

CDS_0003 MazG-like pyrophosphatase (CDS_0004)

IMGVR_UViG_3300008454 000167|3300008454|Ga0115310_100029|626-32310 1:9210(+)
CDS_0042 Druantia_ll__DruM (CDS_0003)

MGV-GENOME-0223813 30535:8666(+)
Druantia_ll__DruM (CDS_0003)

IMGVR_UViG_3300045988_138858|3300045988|Ga0495776_004316 30535:9680(+)
CDS_0003 CDS 0004

IMGVR_UViG_3300014137_000001|3300014137|Ga0134350_1000121 28784:9004(+)
CDS_0004 CDS_0009

IMGVR_UViG_2888364075_000003|2888364075|2888364075|1181022-1213174 1:9891(+)

DNA methyltransferase (CDS_0004)
DNA methyltransferase (CDS_0003) CDS_0009 CDS_0010

%ﬁ

IMGVR_UVIG_2645727902_000008|2645727902|2645766430|116788-148027 1:8372(+)

DNA methyltransferase (CDS_0004)
CDS_0036 CDS_0040 DNA methyltransferase (CDS_0003)

TemPhD_cluster_63039_ 29854:9484(+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation
N |
unknown function Defence
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