140
129 131 134 141 143 149
128 130 132 133 | 135 136 137138139 | [142] 144 145 146147 148 | 150

IMGVR_UViG_3300003146_000040|3300003146|Ga0051080_1009018 79328:87434(+)

superinfection exclusion (CDS_0140)
138
124 131132133 134 135136137 | 139 | 141

MGV-GENOME-0370003 82659:90954(+)

136
135 140 142 144
129 130131132 133 134 | | 137 138 139 | 141 | 143[ 145146 147 148 149

IMGVR_UViG_3300045988_108621|3300045988|Ga0495776_122445 82726:94974(+)

136
135 140 142 144
129130131132 133 134 [ 137 138 139 | 141 [ 143] 145146147 148 149 156 157

uvig 205238 82726:96883(+)

136
135 140
122 127 129 130131132133134 | | 137 138 139 | 141

uvig 574253 80129:89119(+)

135
132 133 134 | 136 137138

IMGVR_UViG_3300045988_091501|3300045988|Ga0495776_016386 83018:89646(+)

135
127 132 133 134 | 136 137138

MGV-GENOME-0370493 83018:89646(+)

139 141
132 133 134 135136137 138 | 140 | 142 143 144 150

MGV-GENOME-0364920 81628:92964(+)

5000 nt i

moron, auxiliary metabolic gene and host takeover unknown function



