
IMGVR_UViG_3300003146_000040|3300003146|Ga0051080_1009018 79328:87434(+)
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IMGVR_UViG_3300045988_108621|3300045988|Ga0495776_122445 82726:94974(+)
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uvig_574253 80129:89119(+)
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IMGVR_UViG_3300045988_091501|3300045988|Ga0495776_016386 83018:89646(+)
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moron, auxiliary metabolic gene and host takeover unknown function


