transcriptional regulator (CDS_0032)
replication initiation protein (CDS_0040)
Retron_VI_HTH (CDS_0033) CDS_0038

CDS_0036
CDs 0034 DS 003; CDS_0042
CDS_0031 | CDS.0035 | CDS_0039 CDS_0041 CDS_0043
wvig 271093 25045:30191(+)
replication initiation protein (CDS_0038) CDS_0042 CDS_0043
wig 178611 25900:32738(+)
CDS_0021 CDS_0030
~]CDS.0022CDS.0023  CDS_0024  CDS_0025 CDS.0029 |  CDS.0033 CDS.0034
IMGVR_UVIG_3300045988 09774 1|3300045988|Ga0495776_145718 19047:27412(+)
CDS_0018 tail protein (CDS_0019) CDS_0021 CDS_0026 CDS_0027

MGV-GENOME-0229324 13740:25491(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism tail transcription regulation unknown function Defence
I



