DNA transposition protein (CDS_0022)
ATPase (CDS_0019)

CDS_0015 CDs_0017 CDS_0021 CDS_0026 CDsS_0028
CDS_0014 CDS.0016 CDS_0018 CDS_0020 CDS_0023 CDS_0024 CDS_0025 tail protein (CDS_0027) | CDS_0029

®

c
<
)
o
5y
0
—
”
Nl
Nel
5
=
[N
=]
el
]
el

CDS_0020 CDS_0021

o
)
i
N
=
ES
[
0
O
o
—
HiN
0
™
()
O

<
Q
<

(@)
m
z
o
<
m

(+)
CDS_0020 CDS_0021

<
Q
s
()
m
z
o
<
m
(e}
)
~
N
)
[eN
el
o
N}
0
S
N
)
%
o
~

(+)
CDS_0020 CDS_0021

MGV-GENOME-0259941 9951:16692(+)
CDS_0020 CDS_0021

— — -—
MGV-GENOME-0264468 9926:16775(+)

CDS_0012 CDS_0017 CDS 0019
T cDs.0013 cbs_0018 €DS_0022 CDS_0023

i

—_— _—
MGV-GENOME-0248266 9157:16748(+)
CDS_0017 CDS_0019

==

CDS_0018

—_— _—
MGV-GENOME-0273272 9157:16748(+)

CDS 0017 CDS_0019
CDs_0018 CDS_0025

— —
MGV-GENOME-0192245 9157:16825(+)

CDS. 0017  CDS.0019
cbs_oo18

%ﬂ

— — -
SAMEA2737730_al_ct76340_vs1 9150:16861(+)

CDS_0017

T cps.0018 CDS_0022

] _— -
MGV-GENOME-0238468 9178:16492(+)
CDS_0017 CDS_0018

— — —
MGV-GENOME-0187904 9179:16487(+)
CDS_0017 CDS_0018 CDS_0021

— — —
MGV-GENOME-0255522 9149:17110(+)

CDS_0012
CDS.0009  CDS_0011 CDS_0014
CDS_0004 CDS_0005 CDS_0006 | cps.0o10 | |cDs.0013 | CDS_0017

MGV-GENOME-0220672 2238:10545(+)

Mu Gam-like end protection (CDS_0010)
CDS_0009 CDS_0011

%ﬁ

MGV-GENOME-0305655 2238:12512(+)

Mu Gam-like end protection (CDS_0010)
CDS_0009]  CDS.0011

!ﬁ

uvig_517287 2238:10503(+)

CDS_0007 CDS_0010

c
=<

ga
N
0
N
IS
o
@
N
N
W
®
=
(e}
o
IoN

N
+

_ : )

CDS 0013
CDS_0009 CDS_0012 | CDS.0014

—_—— Ll |
MGV-GENOME-0299966 5081:12457(+)
CDS.0012

— — -
SAMNO5827251_al_ct8824 vs1 5081:12508(+)

CDS.0013
CDS.0009  CDS 0012 | CDS 0014

1 _— ]
MGV-GENOME-0238494 5009:12394(+)

CDS_0011
CDS_0012 CDS_0013

—_—
uvig_52345 5021:12459(+)
CDS.0012 CDS.0015 CDS_0018

uvig_290015 5021:12856(+)

CDS_0011 CDS_0013
~EDS_0012

MGV-GENOME-0240627 3566:12661(+)

CDS 0013
CDS 0012 CDS_0017

uvig_164133 5021:12579(+)
CDS_0012

MGV-GENOME-0240045 5093:12524(+)
CDS_0011

—
MGV-GENOME-0284844 5093:12525(+)
CDS_0012

—_— —
MGV-GENOME-0220729 5093:12525(+)
CDS_0012

uvig 149865 5012:12410(+)

CDS_0012 CDS_0014
“CDS_0013

uvig 540501 5021:12580(+)
CDS_0012 CDS_0013

_— _—_— _—
MGV-GENOME-0312539 5021:12580(+)
CDS_0012

MGV-GENOME-0239219 5021:11920(+)
CDS_0012

— — _—
MGV-GENOME-0197924 5093:12367(+)
CDS_0012

uvig 81914 5382:12353(+)
CDS_0012CDS_0013

uvig 243252 5009:12468(+)

CDS_0013
CDS_0012 | CDS.0014

MGV-GENOME-0198748 5021:12402(+)
CDS.0012 CDS.0014

—_

CDS_0013

MGV-GENOME-0283794 5021:12459(+)
CDS_0012CDS_0013

OTU_5176 5394:12599(+)
CDS.0011 CDS_0012

MGV-GENOME-0238124 3500:12374(+)

CDS_0011

MGV-GENOME-0229806 3497:12197(+)
CDS_0012 CDS_0013

I —_— ]
MGV-GENOME-0231536 5090:12591(+)
CDS_0012CDS_0013

MGV-GENOME-0221484 5021:12637(+)
CDS.0012 CDS_0013

uvig_190221 5021:12625(+)
CDS_0012

uvig 463095 5093:12155(+)
CDS_0012CDS_0013

— — ]
MGV-GENOME-0232867 5021:12667(+)

CDS_0012CDS_0013

—_—— _— -_—
MGV-GENOME-0220255 5009:12458(+)
CDS_0012CDS 0013

MGV-GENOME-0240218 5021:12659(+)
CDS.0012 CDS_0013

GV-GENOME-0228053 5090:12718(+)
CDS_0012 CDS 0013

<

—_— -_— -_—
MGV-GENOME-0222385 5021:12417(+)
CDS_0012 CDS_0013

= |~/ [
MGV-GENOME-0235763 5090:10494(+)
CDS_0012

uvig_400966 5009:12410(+)

CDS_0008
“Icps_0009 CDS_0013

MGV-GENOME-0238801 3500:12489(+)

CDS_ 0014
CDS_0013 CDS_0020
CDS.0012 | | CDS.0015 CDS.0021 CDS_0022

—_— —_— -_—
MGV-GENOME-0234183 5021:16624(+)

4000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function
N N



