baseplate assembly protein (CDS_0020)

Rz-like spa@ (CDS_0016) baseplate wedge subunit (CDS_0021)
tail terminator (CDS_0017) baseplate protein (CDS_0022)
CDS_0014 ‘ tail protein (CDS_0023) tail fiber assembly protein (CDS_0025)
CDS_0015 |CDS_0018 CDS_0019 | tail fiber protein (CDS_0024) CDS_0026 CDS_0027
IMGVR_UVIG_2690316109_000019|2690316109|2690343955[107555-141250 12499:23593(+)
CDS_0019 pAgo__GbbAga$ (CDS_0026)
TemPhD_cluster 51887 12332:23724(+)
CDS_0021 CDS_0028

TemPhD_cluster_9886 13957:24485(+)

CDS_0020 Paris_ll_merge_ AAA 21 DUF4435__AAA 21 DUF4435 (CDS_0027)

D ) I e G I L — )

IMGVR_UViG_3300045988_123538|3300045988|Ga0495776_030698 13114:24530(+)

CDS_0018 FS_GIY_YIG_GIY_YIG (CDS_0025)
TemPhD_cluster_28300 12974:23958(+)

CDS_0019 CDS_0026
IMGVR_UViG_2718218136_000003|2718218136|2718228662|1830132-1865666 12279:23014(+)

CDS_0021 PD-T4-6__PD-T4-6 (CDS_0028)
IMGVR_UViG_2711768063_000002|2711768063|2711779216|155078-191529 14127:25252(+)

CDS_0019 CDS_0026
IMGVR_UViG_2663763227_000009|2663763227|2663832742|93168-128502 13647:24127(+)

CDS_0017

TemPhD_cluster_52307 11243:21815(+)

tail fiber assembly protein (CDS_0025)
CDS_0019 PD-T7-1_PD-T7-1(CDS_0026)

o - 0 0 L — — )
r o

NC_055845.1 11639:23102(+)
CDS_0017

/D ) T N S N 0

IMGVR_UViG_2541047957_000008|2541047957|2541180142|69773-99906 11909:22436(+)

— )

CDS_0018
Lo o0 X H 0 o r —4 15
IMGVR _UViG_2531839479_000010(2531839479|2531901762|26478-58461 11464:21919(+)

CDS_0020 tail fiber protein (CDS_0025) CDS_0027
D) I B H O ) r o1 > )
IMGVR _UViG_2541047915_000011|2541047915|2541178200|520571-561195 12854:23704(+)

CDS_0017
IDED)IEDED A OO ) r 1 )
TemPhD_cluster_63441_ 10681:21426(+)

CDS_0019 tail fiber protein (CDS_0024) PD-T7-3__PD-T7-3(CDS_0026)
D) B B HE O I r — — )
TemPhD_cluster 44002 11470:22794(+)

CDS_0018 PD-T4-8__PD-T4-8 (CDS_0025)
D) I . H O ) L < — )
uvig 282587 12406:23280(+)

CDS_0019 CDS_0026
D) B D= H O O L — { )
uvig 68546 12150:23197(+)

CDS_0018
D) I . H OO ) r o1 > )
TemPhD_cluster 51932 13182:23483(+)

CDS_0018 CDS_0025
Lo o0 X H O O D —
TemPhD_cluster_37844 13185:24264(+)

CDS_0019 CDS_0026
DD ) I B H O ) D —
TemPhD_cluster 43977 12455:23009(+)

CDS_0020 CDS_0027
Lo o0 1 X H O D —
TemPhD_cluster_30556 13963:24473(+)

CDS_0021 CDS_0028

o X H

TemPhD_cluster_51621 14104:24976(+)

N

- L o< —

CDS_0020

D I B S e D B ) O — )
IMGVR_UViG_2529292734_000014(2529292734|2529332381|47877-81992 13184:24261(+)

CDS_0019
D D) N D [ ) I L — — )
IMGVR_UViG_2563367158 000002|2563367158|2563432938|46978-82330 12331:23976(+)

CDS_0019 CDS_0026
o0 X< H— O ) L < —
TemPhD_cluster_43835 12153:23194(+)

CDS_0019 CDS_0026
DD DD A ) L o—1 )
TemPhD_cluster_51916 13440:23586(+)

CDS_0019
DD DD A I L < —
IMGVR_UViG_2740892210_000016|2740892210|2740957930(84800-116147 12285:22726(+)

CDS_0018

IMGVR_UViG_2579778871_000011|2579778871|2579827194|64871-97922 12309:22987(+)
CDS_0018

D ) I e G B 0

TemPhD_cluster_30624 12911:23348(+)

CDS_0025

— )

D T N S I 0 o — )
e

CDS_0018 CDS_0025

D T N S I 0

IMGVR_UViG_2778261303_000010|2778261303|2778298076|21449-54466 12759:24092(+)
CDS_0017 CDS_0024

/N ) W N S B 0

TemPhD_cluster_63344_ 11326:21901(+)

i

— )

— )

CDS_0018

D T N S B 0

TemPhD_cluster_23865_ 12336:22656(+)
CDS_0017

D T N S, B 0

IMGVR_UViG_2654588006_000001|2654588006|2654629192|1725466-1759319 11499:22652(+)

— )

CDS_0020

D ) I e SR B 0

TemPhD_cluster_37825_ 14011:24411(+)

— )

CDS_0018

D T N S I 0

IMGVR_UViG_2606217116_000001|2606217116|2606219209|258579-293030 12026:23251(+)

CDS_0025

SV

CDS_0019

CDS,OOlBT CDS_0026
o0 o O SH 0 < — )
IMGVR_UViG_2516143081_000002|2516143081|2516152737|141476-173494 12759:23000(+)

CDS_0018
o0 X H O 0 ) D — )
IMGVR_UViG_2698536590_000003|2698536590/2698571856|6278-38298 12759:23002(+)

CDS_0017 tail spike protein (CDS_0022) CDS_0023 CDS_0024
o0 X H O 0  ——1 0
TemPhD_cluster_33638 11896:24056(+)

CDS_0017 CDS_0024
o0 X H O 0 ———{0

uvig 394869 12520:24338(+)

DNA invertase (CDS_0025)

CDS_0019 tail protein (CDS_0024)
DD ) D H 0 ) ) A A )
TemPhD_cluster_17760 12957:20987(+)
CDS_0017
Lo o0 o X< M L = — >

TemPhD_cluster_52257 10927:22012(+)

CDS_0017

o0 o oK< H O 0

uvig 117084 11927:23289(+)
CDS_0018 CDS_0025

L O
L

o0 X< [ O o { )
L

IMGVR_UVIG_2711768052_000004|2711768052|2711778222|100359-133068 12201:23683(+)
CDS_0019 tail protein (CDS_0023)

o0 X< [ 0 L

IMGVR _UViG_ 2721755723 000002|2721755723|2721801351[1695540-1730646 12815:23900(+)
transposase (CDS_0019)

CDS_0020 CDS_0026

o0 O X M L I L )
IMGVR_UViG_2897375277 000010|2897375277|2897375277|4509846-4542123 12421:22294(+)

CDS_0019
DD D B A ) o1
IMGVR_UViG_2606217118_000005[2606217118|2606219508|62602-94277 11491:21628(+)

CDS_0018
DD D A I L o )
TemPhD_cluster_52155 11632:21871(+)

CDS_0017
D) I B H— O I L —
IMGVR_UViG_2778261297_000005|2778261297|2778297317|257-33158 10931:21700(+)

CDS_0018 CDS_0025
DD D B H O I I — )

TemPhD_cluster_51931 12479:23524(+)

CDS_0019

D ) e SR, B 0 L < — )

IMGVR_UViG_3300045988_128394|3300045988|Ga0495776_175208 12934:24223(+)

CDS_0021 CDS_0022

I ) T N O O I 0 ] —

TemPhD_cluster 51757 13957:24486(+)

CDS_0019 tail fiber protein (CDS_0024) CDS_0025
IMGVR_UVIG_2545824709_000011|2545824709|2545858687|54945-88061 12562:21917(+)
CDS_0019
uvig 590210 12567:21923(+)
CDS_0018 integrase (CDS_0025)
MGV-GENOME-0201599 12759:23263(+)
CDS_0018 CDS_0024

o0 X H

MGV-GENOME-0183567 12759:22660(+)
CDS_0017

o0 X H

MGV-GENOME-0192730 11896:22761(+)

0 ——E

CDS_0023 CDS_0024

0 ¢ —{ >

CDS_0018

o0 X H

MGV-GENOME-0174181 13185:21262(+)

0 — l

CDS_0018

o0 X H

MGV-GENOME-0158798 11832:19093(+)
CDS_0018

o0 X H

MGV-GENOME-0199367 11896:18762(+)

tail spike protein (CDS_0023)

0 l

tail fiber protein (CDS_0023)

o l

CDS_0010

o0 X H

MGV-GENOME-0105632 6326:11540(-)
CDS_0019

/D T N S, I o

IMGVR_UViG_3300014846_000073|3300014846|Ga0169854_100166[2-33014 13051:18265(+)
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o

CDS_0018

D ) N . G, B B |

MGV-GENOME-0130618 13184:17875(+)

CDS_0018

D D D N G s D B D B

IMGVR_UViG_2526164661_000018|2526164661|2526182805|21624-54810 13185:18397(+)

CDS_0017

D) I et HE O o

TemPhD_cluster_62860_ 12893:18615(+)

CDS_0017

DD HTO! o

IMGVR_UViG_2671180439_000005|2671180439|2671229241|92915-126635 10931:16510(+)
CDS_0017

D D B S, D B )

IMGVR_UViG_2537561936_000017|2537561936|2537610311|58256-94367 11334:16639(+)

CDS_0017

D) D [ o

IMGVR_UViG_2872174743_000005|2872174743|2872174743|1023228-1059625 10938:16464(+)
CDS_0010

o0 X< [ o

MGV-GENOME-0122522 7420:12950(-)

CDS_0018

o0 X< [ 0 )

TemPhD_cluster_30490 12980:18510(+)

CBASS_ 2TM_5 (CDS_0017) Pycsar_ AG_cyclase (CDS_0018)

) W A

IMGVR _UVIG_2778261447 000011|2778261447|2778310673|24076-57727 10774:17072(+)
CDS_0018 tail protein (CDS_0023)

D D T N S B I X l

uvig_287080 12026:19156(+)

CDS_0017 tail fiber protein (CDS_0022)

o0 O a I Ja l

MGV-GENOME-0152375 10676:18295(+)
CDS_0018 tail protein (CDS_0023)

)
o0 o AT ) X l
)

uvig 290741 12594:19889(+)

CDS_0020

o0 a

uvig 574408 13945:21107(+)
CDS_0017 tail protein (CDS_0022) CDS_0023

D D T N S I < l

MGV-GENOME-0163465 12888:19723(+)

tail fiber protein (CDS_0025)

) i l

CDS_0017

D ) N R, I B N

TemPhD_cluster_44026 12888:18078(+)

CDS_0017

o0 o< H 0! 0 1 HO—C

MGV-GENOME-0164101 10682:19814(+)

CDS_0018 transcriptional regulator (CDS_0024)

D) D NS S B < HKa

MGV-GENOME-0159559 12972:19612(+)

CDS_0018 CDS_0022

- X HKa

MGV-GENOME-0177470 12759:19015(+)

transposase (CDS_0020)
CDS_0019 CDS_0021 CDS_0027 CDS_0028

o0 o o—<C K S, I I I L —

IMGVR_UViG_2579778884_000012(2579778884|2579827905|183775-222523 12314:26354(+)

CDS_0017

D D D N SR D B I L — )

TemPhD_cluster 43902 11326:22780(+)

CDS_0019 Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0026)

) B H T ) —

IMGVR_UViIG_2913192161_000005|2913192161]2913192184(173406-206175 12301:23743(+)

CDS_0018 CDS_0024 CDS_0025

DD D B e BV D) 0 L — — )

IMGVR _UViG_648276671_000020|648276671|648279552|62877-96956 12309:24035(+)
endolysin (CDS_0017)

endolysin (CDS_0016) CDS_0022
IMGVR_UVIG_2585427795_000009|2585427795|2585463754|102948-140586 15787:26438(+)
CDS_0020

OO H ) ),

TemPhD_cluster_62566 13204:18756(+)
endolysin (CDS_0013) CDS_0018

oD@ 0 o — )

TemPhD_cluster_26347 12569:23994(+)

CDS_0020
TemPhD_cluster_51620 13592:24975(+)
CDS_0019
IMGVR_UViG_2548876859_000015|2548876859|2548984251(127174-159657 12182:23524(+)
CDS_0018 CDS_0025
IMGVR _UViG_2721755657_000001|2721755657|2721801207|1694750-1728820 11818:22863(+)
baseplate assembly protein (CDS_0017) GAPS4__GAPS4a (CDS_0023) GAPS4_ GAPS4b (CDS_0024)
IMGVR_UVIG_2579779007_000009|2579779007|2579841336|23855-56261 12521:23380(+)
baseplate assembly protein (CDS_0017) CDS_0023 CDS_0024
|
Lo o0 A 0 O L < | — )
TemPhD_cluster 37941 10683:23175(+)
CDS_0019 baseplate assembly protein (CDS_0020) Lit__Lit (CDS_0026) head closure (CDS_0028)

IMGVR_UVIG_2703718793_000017|2703718793|2703738315[172285-204154 11461:22671(+)
CDS_0019 baseplate assembly protein (CDS_0020)

o0 A D ) L O—C —1 D

TemPhD_cluster_63017_ 11462:23778(+)

CDS_0020baseplate assembly protein (CDS_0021) CDS_0027

D) I AT I

IMGVR _UViG_2639762844 000002|2639762844|2639801788|1745210-1779614 12708:23736(+)
CDS_0021 baseplate assembly protein (CDS_0022) CDS_0029

L
o0 X H OO O e — )

IMGVR_UViG_2565956602_000012|2565956602|2565974532|14180-49587 14028:26381(+)

— >

baseplate assembly protein (CDS_0018)

) T N, 0 ) I I

IMGVR _UViG_2802429245_000010|2802429245|2802451548(62456-93400 13018:22278(+)
baseplate assembly protein (CDS_0021) CDS_0027

o0 o A 0 L < — =

uvig 201534 14125:24801(+)

CDS_0019 baseplate assembly protein (CDS_0020)

I T o SR B I L

TemPhD_cluster_37741_ 13434:25456(+)

[
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baseplate assembly protein (CDS_0018) CDS_0024

) T N, 0 o — >

IMGVR_UViG_2711768054_000002|2711768054|2711778438|93831-125513 12595:23195(+)

baseplate assembly protein (CDS_0018)

D ) N N, D I I L — 0

IMGVR_UViG_2802429232_000006|2802429232|2802450551119738-152309 11907:23027(+)

baseplate assembly protein (CDS_0018)

) T N, 0 L

IMGVR_UViG_2563366852_000005|2563366852|2563393598|75672-105046 11134:20538(+)

J

baseplate assembly protein (CDS_0019)

o0 o A 0 )

TemPhD_cluster_62958_ 13268:24006(+)

|
J

baseplate assembly protein (CDS_0019) tail fiber protein (CDS_0023)

) T N, 0 LA >

IMGVR _UViG_2802429253 000014|2802429253|2802452526(32357-63125 12989:21597(+)
baseplate assembly protein (CDS_0020) tail protein (CDS_0024)

DY D N B 0 X D

TemPhD_cluster_62993_ 13963:22756(+)

baseplate assembly protein (CDS_0017) tail fiber protein (CDS_0021)

/) N N, B B R L 0

TemPhD_cluster_63458_ 13326:21891(+)
CDS_0020baseplate assembly protein (CDS_0021)

D ) T N I N I L o >

TemPhD_cluster_33649 13589:24424(+)

CDS_0017 baseplate assembly protein (CDS_0018)

DD DD A ) r 1
IMGVR_UViG_2648501334_000008|2648501334|2648522382(299011-334081 11888:22699(+)
CDS_0021
CDS_0020 | baseplate assembly protein (CDS_0022)
D) D ED I WD B o r 1

IMGVR_UViG_2585427969 _000016|2585427969|2585483104|571496-607907 13589:24423(+)

baseplate assembly protein (CDS_0018) tail fiber protein (CDS_0022)

=D
=
=D
) T N, 0 L o > =
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IMGVR_UViG_2554235123 000009|2554235123|2554262563|44852-78601 12575:23082(+)

baseplate assembly protein (CDS_0019)

o0 o0 A 0 L o >

TemPhD_cluster_62977_ 13440:23953(+)

baseplate assembly protein (CDS_0019)

D D) N N D I 0 r <

TemPhD_cluster_44001 12955:23354(+)

baseplate assembly protein (CDS_0018)

/) T N, 0 O — 0

TemPhD_cluster_22093_ 12558:23637(+)

CDS_0020
IMGVR_UVIiG_2913152634_000001|2913152634|2913152634(191950-224724 13582:23258(+)
baseplate assembly protein (CDS_0018) Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0025)
I
Lo o0 A 0 ) e — \ )

TemPhD_cluster 26308 12336:24606(+)
CDS_0017 baseplate assembly protein (CDS_0018)

o0 o A D 0

TemPhD_cluster_51985 12521:18597(+)

baseplate assembly protein (CDS_0017)

) M B, >

TemPhD_cluster_33540 12889:17235(+)

CDS_0019baseplate assembly protein (CDS_0020)

D ) T N I R 5

TemPhD_cluster_63268_ 12314:17504(+)

CDS_0018

) T e, B B R

IMGVR_UViG_2909246061_000006|2909246061]2909246061|2982138-3012891 12823:17243(+)

baseplate assembly protein (CDS_0018) tail protein (CDS_0022)

DD T s B ! ~ HKd

MGV-GENOME-0187162 13026:19826(+)

CDS_0018
CDS_0017 CDS_0019

o0 < W, o

IMGVR_UViG_2872152978_000002|2872152978|2872152978|240718-276252 10937:16466(+)

baseplate assembly protein (CDS_0019)

I s N S B 0 L — =

IMGVR_UViG_2802429241_000004|2802429241|2802451136|46637-80630 12274:23900(+)

baseplate assembly protein (CDS_0019)

I ) N, D I R L — 0

IMGVR_UVIG_2563366798_000006|2563366798|2563390666|1-30219 13338:24449(+)

baseplate assembly protein (CDS_0016)
CDS_0017

I s N S B 0 LA >

IMGVR_UViG_2663763326_000012|2663763326|2663848324|3058438-3089186 10815:20727(+)

baseplate assembly protein (CDS_0019)

I e I s D B, D L O

IMGVR _UViG_2541047764_000009|2541047764|2541171525|42867-77423 13000:24025(+)
CDS_0016 baseplate assembly protein (CDS_0017)

—
I B e HEEDO I A

IMGVR_UViG_2802429236_000002|2802429236|2802450779|38387-70624 11416:22420(+)

J

J

tail fiber assembly (CDS_0025)
CDS_0020 CDS_0021 tail protein (CDS_0024) CDS_0026

(D N I BV, I X D

IMGVR_UViG_2537561931_000019|2537561931|2537609470|67305-99741 13752:22920(+)

transposase (CDS_0016)

tail terminator (CDS_0015) CDS_0017 CDS_0019
IMGVR_UViG_2531839130.000015|2531839130|2531864192[156676-195513 10822:19225(+)
CDS_0018

I ) e VS R B B B

TemPhD_cluster 43914 12445:17379(+)

CDS_0019
| cDs_0020 CDS_0024 CDS_0025 CDS_0026

DD 2 I ] y

TemPhD_cluster_52826 12882:21258(+)

holin (CDS_0012)

CDS 0011

T | endolysin (CDS_0013) CDS_0017

OO )3 I B H L o

IMGVR_UViG_2700989507_000021|2700989507|2701084841|123-34120 12441:18654(+)

baseplate protein (CDS_0003)

portal protein (CDS_0002) head scaffolding protein (CDS_0018)
CDS_0006 \ terminase large subunit (CDS_0001)

TemPhD_cluster_45105 1:7308(-), 10796:11823(-)
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