dCMP deaminase (CDS_0030) CDS_0033 CDS_0036 CDS_0038 CDS_0040
CDS_0029 CDS_0031 CDS_0032 CDS_0034 CDS_0035 CDS_0037 | CDS_0039

X S S O U S N

uvig 446686 27543:32836(+)

CDS_0035

X K K KKK

MGV-GENOME-0271764 28833:34111(+)

CDS_0036
exonuclease (CDS_0028) dCMP deaminase (CDS_0030) CDS_0035 CDS_0037
MGV-GENOME-0309795 26103:32545(+)
CDS_0035 CDS_0038 CDS_0039 CDS_0043 CDS_0045

{ K { K RO K

MGV-GENOME-0309782 28215:34265(+)

CDS_0036 CDS_0038
~CDS_0037
Q¢ ( £ K KL X K X K

MGV-GENOME-0309750 28085:33713(+)

CDS 0035
CDS_0029 CDS_0034 CDS_0039
(A{ —HL { K K K S |
SRS077300_al_ct16929 25683:31788(+)
CDS_0042
CDS_0036 CDS_0043
CDS_0037 CDS_0041 CDS_0044

U K K K K

OTU_1099 26795:33399(+)

CDS_0040
CDS_0033 CDS_0034 CDS_0039 'CDS_0041
G ( { KK KK I K
IMGVR_UVIG_3300022475 000001|3300022475|Ga0242626_10001 26748:32645(+)
CDS_0032 CDS_0034
CDS_0033 CDS_0037
|G ( £ S EEK H K G G
SRS105100_a1_ct46145 vs1 24884:31218(+)
CDS_0031
CDS_0032
¢ (K K { @K — K 1
SRS143604 a1 ct22908 vs1 24995:31139(+)
CDS_0032
CDS_0033 CDS_0035
¢ (G ( { [ KK K ]
MGV-GENOME-0312657 25061:31344(+)
CDS_0031
CDS_0032 CDS_0035

¢ K 8 { (@K K K K S

SRS017533_al_ct17074_vs1 26079:32572(+)

CDS 0031
¢ X ( { KK K K { KX |
MGV-GENOME-0318166 26996:33201(+)
CDS_0032
CDS_0033
¢ [ ¢ ( { (K < K K ( K_X |
IMGVR_UViG_3300045988_038119|3300045988|Ga0495776_057420 25718:32183(+)
CDS_0031 CDS_0033
CDS_0032

¢ 3 X K@K N O R X

IMGVR_UViG_3300045988_024116|3300045988|Ga0495776_000926 25027:31758(+)
CDS_0031

CDS_0032
( —C X K { [CHEEK X K S G
IMGVR_UViG_3300006259_000018|3300006259|Ga0099458_100229 26067:32235(+)
CDS_0031 CDS_0035
CDS_0032 CDS_OO34T
¢ L { 3 { [CHEEK KK K ]
IMGVR_UViG_3300045988_021222|3300045988|Ga0495776_000862 25034:31518(+)
CDS_0032
CDS_0029 CDS_0033
¢ (O S { CHEK KK K X
SRS105074_al ct8290 24853:31603(+)
CDS_0032
CDS_0033

¢ T L T CHEEK K

IMGVR_UViG_3300019854_000011|3300019854|Ga0206370_1029 25980:32580(+)
CDS_0032 CDS_0034

CDS_0033
{ A ( { KA KK K ]
uvig 441026_ 25055:31528(+)
CDS_0031
CDS_0032
< K ( { LK K K K 1
SRS075084_al_ct33202_vs1 25068:31601(+)
CDS_0031
CDS_0032
¢ Q¢ ( { EHETK (K K KX 1
IMGVR _UViG_3300028509_000010|3300028509|Ga0307846_1071 24957:31410(+)
CDS_0022
CDS_0023
¢ (G ( { KK KX K S G
uvig 317195 20039:26343(+)
CDS_0031
CDS_0032

¢ X 3 { EHEK KK K K

IMGVR_UViG_3300045988_052504|3300045988|Ga0495776_000305 25031:31434(+)

CDS_0033 CDS_0034

X K K K S O €

IMGVR_UViG_3300045988_030125|3300045988|Ga0495776_000900 25701:31546(+)

CDS_0031 CDS_0033 CDS_0034 CDS_0040

X K OO KT

SRS024498 a1 _ct13157_vsO1 26701:32518(+)

CDS 0035
¢ G K { K K |G G
SRS050244 a1 t38823 vs01 27691:33075(+)
CDS 0033
¢ A ( { KK X K K K
SRS147380_a1 ct19880 26365:32020(+)
CDS_0033 CDS 0034 CDS_0039 CDS_0040
(G £ { K K K K K K=
MGV-GENOME-0311749 26643:33126(+)
CDS 0034
CDS 0033 | CDS 0035 CDS 0039

X K K K (KT

IMGVR_UViG_3300028512_000015|3300028512|Ga0307859_1040 26147:32505(+)

CDS_0035CDS_0036  CDS_0038

X K T K (KT

IMGVR_UViG_3300008575_000341|3300008575|Ga0111079_100253|70-51846 28885:35118(+)

CDS_0034
CDS 0033

X K O O G G U @

MGV-GENOME-0313469 25729:31714(+)

CDS_0033

L X T K K KT

MGV-GENOME-0313103 26747:32469(+)

CDS_0035CDS_0036

L X N S G S O €

TemPhD_cluster_39628_ 26864:32909(+)

X K K S S K =

IMGVR_UViG_3300007186_000019|3300007186|Ga0103259_100193 26649:32392(+)

CDS_0033 CDS_0038

O 3 { K S KK = |

Kang_0007_STO01_A_NODE _8_length_ 48273 _cov_72.394811 25731:31704(+)

CDS_0033CDS_0034 CDS_0039
IMGVR_UVIG_3300045988_054437|3300045988|Ga0495776 028736 26694:33864(+)
CDS_0039
CDS_0036 CDS_0038 CDS_0042

X K & K@K EE

SRS064617_al_ct3823 29380:35363(+)

t 2000 nt {

DNA, RNA and nucleotide metabolism unknown function



