glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
metallo-protease (CDS 0031)
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19 25 holin (CDS_0027)
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integrase (CDS_0023)
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MGV-GENOME-4413656 9891:21801(+)

endolysin (CDS_0029)
holin (CDS_0027) RegX3 (VF0858) (CDS_0031)
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uvig 7634 9891:38433(+)

holin (CDS_0027)
29
2223 24 25 26 28 integrase (CDS_0030)
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IMGVR_UViG_3300045988_078171|3300045988|Ga0495776_187635 9891:26930(+)
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