CDS_0006

CDS 0004 | CDS_0008
CDS 0001 CDS.0003 CDS 0007
"] cDS.0002 | CDS_ 0005 | |CDS_0009

CDS_0010 CDS_0011 CDS_0012 CDS_0013

MGV-GENOME-0104311 62:6907(+)

CDS_0001 CDS_0021 CDS_0018CDS_0017

IMGVR_UViG_3300045988_047603|3300045988|Ga0495776_037001 1:930(-), 10075:17059(-)

CDS 0003
"] CDs.0004  CDS 0008

Minot_Diet_SRR5088938_NODE_111 length_17216_cov_228.139036 198:7882(+)

CDS 0011  CDS_0014
CDS_0009 CDS_0013 | CDS_0019

MGV-GENOME-0126534 1430:9482(+)
CDS_0011 CDS_0012

MGV-GENOME-0120047 1203:9007(+)

CDS 0016
CDS_0021 CDS.0017 |

SAMNO5826996_al ct16319_vs1 8435:16513(-)

CDS_0016
CDS_0017 |

MGV-GENOME-0118489 7855:15880(-)
CDS_0013

MGV-GENOME-0123278 1702:9292(+)
CDS_0012

MGV-GENOME-0123957 1620:9266(+)

CDS_0008
CDS 0007 |

uvig_385323 580:8439(+)

CDS_0007
CDS_0008

MGV-GENOME-0107873 191:7988(+)
CDS_0009 CDS_0011

MGV-GENOME-0124829 1545:9090(+)
CDS_0016

MGV-GENOME-0121234 8350:15912(-)
CDS_0011

MGV-GENOME-0118965 1327:8845(+)
CDS_0005 CDS_0009

Monaco MBA1312 _NODE 42 length 16918 cov_22.138528 703:8395(+)
CDS_0011

MGV-GENOME-0119533 907:8549(+)
CDS_0018 CDS_0016

MGV-GENOME-0118254 8295:15897(-)
CDS_0016

SRS019030_a1_ct72288_vs1 8584:16829(-)

DNA methyltransferase (CDS_0009)
CDS_0008

i#

MGV-GENOME-0126818 191:7871(+)

CDS_0009
CDS_0010 CDS_0013
CDS_0008 CDS_0012 |

MGV-GENOME-0126064 449:8035(+)
CDS_0003 CDS_0007 CDS_0010

MGV-GENOME-0114884 429:8577(+)

CDS 0010
CDS_0003 CDS 0006  CDS_0009 |

MGV-GENOME-0123231 457:9277(+)

CDS 0016
CDS.0017 |

MGV-GENOME-0115677 8224:16627(-)
CDS_0026 CDS_0019 CDS_0018 CDS_0014 CDS_0013

MGV-GENOME-0125965 8243:17452(-)
CDS_0018 CDS_0017 CDS_0016

MGV-GENOME-0121391 8463:17076(-)
€DS_0007 CDS_0009

MGV-GENOME-0119073 223:8851(+)
CDS_0019 CDS_0016

MGV-GENOME-0116347 8470:16486(-)
CDS_0008

MGV-GENOME-0116974 447:8655(+)
CDS_0016

IMGVR_UViG_3300029785_000038|3300029785|Ga0243763_1002449 8605:16837(-)
CDS_0016

MGV-GENOME-0125305 8605:17031(-)
CDS_0007

MGV-GENOME-0115556 447:8638(+)
CDS_0016

IMGVR_UViG_3300029853_000031|3300029853|Ga0245292_101810 8280:16744(-)
CDS_0006 CDS_0012 CDS_0015

[ cpsooo7 [ cDsoo13 [

IMGVR_UViG_3300045988_059421|3300045988|Ga0495776_014346 1108:8404(+)

DNA methyltransferase (CDS_0018)
CDS_0016

i
|

Draper_2018_SRR6914094 NODE_18_length_18171_cov_55.328218 8560:17166(-)

CDS_0018
CDS_0020 | CDS 0017

uvig_383033 9981:16246(-)
CDS_0005 CDS_0006

uvig 192379 661:6379(+)

CDS_0008
CDS_0003 CDSLOOO7T CDS_0010CDS_0011

MGV-GENOME-0119728 450:9068(+)
CDS_0008

IMGVR_UViG_3300006258_000041|3300006258|Ga0099398_100996 16248:5626(+)
CDs_0018

MGV-GENOME-0117788 11548:16728(-)
CDS 0018

MGV-GENOME-0115323 11557:15467(-)

3000 nt 1

connector head and packaging other tail unknown function
N



