CDS_0022
CDS_0020 CDS_0024
CDS_0019 DS_0023) CDS_0026
CDS_0018 CDS_0021| DS_0025 CDS_0027 CDS_0028 CDS_0029

SAMNO5826996_al ct16319 vs1 14784:18039(+)
CDS_0003 CDS_0002

e
MGV-GENOME-0120110 192:2647(-)
CDS_0005 CDS_0003

CDS_0004

[~
|

|

f
|

MGV-GENOME-0123278 189:3155(-)
CDS_0005 CDS_0003

CDS_0013 CDS_0004

MGV-GENOME-0122007 192:4347(-)
CDS_0005 CDS_0003

CDS_0012 CDS_0004

MGV-GENOME-0123957 107:4461(-)
CDS_0004

CDS_0003

MGV-GENOME-0118414 193:3788(-)
CDS_0023 CDS_0025

CDS_0024

MGV-GENOME-0122142 13024:17238(+)

CDS_0005 CDS_0003
CDS_0004

#
{

MGV-GENOME-0096663 1:4253(-

CDS_0005 CDS_0003

CDS_0004

uvig 103712 210:4111(-)
CDS_0023

CDS_0024

uvig_156422 13218:17182(+)
CDS_0023 CDS_0025

CDS_0024

uvig_544550 13249:17057(+)

CDS_0005 CDS_0003

CDS_0004

MGV-GENOME-0125795 187:4344(-)
CDS_0022 CDS_0024

CDS_0023

MGV-GENOME-0122732 13144:17299(+)

%ﬁ

CDS_0024  CDS_0026

CDS_0025 CDS_0027

MGV-GENOME-0121163 13381:17159(+)

CDS_0023 CDS_0025
CDS_0024 CDS_0001 CDS_0002 CDS_0003

<
Q
<

©
m
z
o
<
m

N
&)
=
N
N
o
o
R
w
'
a
N
[N
o
]
iy

(+)
CDS_0011 CDS_0004 CDS_0003

<
(9]
=
()]
m
Z
[0}
<
m

o
=
~
®
)
o
[}
N
i
=
o
o)

(

CDS_0022 CDS_0024

<
Q
<
O
m
z
o
<
m
o
=
)
(%]
®
[oc]
[N
=
w
R
0
o
-
~N
N
1)
=
n

)
CDS_0004

uvig_36042 2:4106(-)
CDS_0009 CDS_0004 CDS_0003

MGV-GENOME-0124829 191:4340(-)
CDS_0023 CDS_0024

MGV-GENOME-0121234 13118:17262(+)
CDS_0020 CDS_0021

MGV-GENOME-0118508 13358:16944(+)
adaptor Ad4 (CDS_0011) CDsS_0008 CDS_0004 CDS_0003

ES
>

]

=
9
@

=
(%)
x
bS]
G
o
@
@
O
W
o)
z
o
o)
m
=
=
o
@
>

L'C]

o
SF
=
~
N
=
fe
a

Q

<

N
N
[es)
=
w
el
o
(98
o~
=
~O
fes)
0
N
&)
o

()

CDS_0021  CDS_0023
CDsS_0018 CDS_0022 CDS_0024

MGV-GENOME-0115323 13197:16836(+)
CDS0021  CDS0023
CDS 0022
e I (S SR SE— I
MGV-GENOME-0117788 13188:16728(+)
CDS.0005  CDS_0003
CDS 0004
IMGVR_UViG_3300006258_000041|3300006258|Ga0099398 100996 1:3986(-), 15107:17153(-)
CDS 0010 CDS_0003
I — O T U G Wy W e S S
MGV-GENOME-0123231 201:4533()
CDS_0021 CDs_0026
MGV-GENOME-0125965 15109:17708(+)
CDS 0024
e —a—am -am-a@
MGV-GENOME-0115677 14669:16868(+)
CD5_0017 CDS 0022 CDS_0023

MGV-GENOME-0121391 12456:17076(+)

CDS_0021
CDS_0020 CDS_0022

e 5 I I S I
MGV-GENOME-0125835 12713:17589(+)
DNA methyltransferase (CDS_0018) CDS_0022 CDS_0024
Draper_2018 SRR6914094 NODE_18 length 18171 cov_55.328218 12621:17761(+)
CDS_0007 CDS_0003

MGV-GENOME-0114884 429:3767(-)
CDS_0008 CDS_0007 CDS_0004 CDS_0003

k 2000 nt 1

DNA, RNA and nucleotide metabolism connector other unknown function
I



