
SAMEA2580177_a1_ct46110_vs1 24734:40651(+)

29

hemolysin (CDS_0030)
holin (CDS_0031)

endolysin (CDS_0032)
33

34
35 36

transposase (CDS_0037)
cas12f2_V-F_2 (CDS_0038)

39

endonuclease (CDS_0040)

metallo-protease (CDS_0041)

42
43

CI-like repressor (CDS_0044)

454647 49 50 51 52
transcriptional regulator (CDS_0053)

54

uvig_105490 24708:40558(+)

33 35 36 37

metallo-protease (CDS_0038)

39
40

CI-like repressor (CDS_0041)

424344 46 47 48

MGV-GENOME-0295129 24734:34940(+)

36 37
DNA polymerase (CDS_0038)

39 40 45

IMGVR_UViG_3300045988_100760|3300045988|Ga0495776_172507 24734:33169(+)

CDS_0036
DNA polymerase (CDS_0037)

CDS_0038 CDS_0039

IMGVR_UViG_3300014953_000199|3300014953|Ga0169765_100059|130805-175051 24717:33769(+)

CDS_0036
transposase (CDS_0037)

cas12f2_V-F_2 (CDS_0038)

MGV-GENOME-0299295 24338:36666(+)

28 33 34 35 36
metallo-protease (CDS_0037)

38 39 40 42
43

44

IMGVR_UViG_3300029053_000173|3300029053|Ga0169665_100295 24730:44860(+)

holin (CDS_0031) 33 34 37 38

RegX3 (VF0858) (CDS_0039)
MprAB (VF0298) (CDS_0040)

41 42 43 44 45 46 47 48 49
DNA polymerase (CDS_0050)

51 52

uvig_375908 35913:52008(+)

48 49 50 51
RNA polymerase sigma factor (CDS_0052)

53 54 55 56 57
DNA polymerase (CDS_0058)

59 60

8000 nt
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