tail fiber protein (CDS_0045) Ref-like RecA filament endonuclease (CDS_0053)

CDS_0040 CDS_0043 Ulx-like anti-restriction (CDS_0049)
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TemPhD_cluster_55874 37599:56950(+)

Ulx-like anti-restriction (CDS_0047)
CDS_0045 DarB anti-RM (APIS030) (CDS_0046) [ cDs_0049

TemPhD_cluster_55993 35898:54877(+)
CDS_0019 CDS_0014 DarB anti-RM (APIS030) (CDS_0013) _Ulx-like anti-restriction (CDS_0012) CDS_0004

—
TemPhD_cluster_48635_ 1916:20448(-)
CDS_0032 DarB anti-RM (APIS030) (CDS_0033) _Ulx-like anti-restriction (CDS_0034)

TemPhD_cluster_40909 24292:42825(+)
CDS_0033 DarB anti-RM (APIS030) (CDS_0034) Ulx-like anti-restriction (CDS_0035)

TemPhD_cluster_48917_ 25186:41629(+)

CDS_0014 DarB anti-RM (APIS030) (CDS_0013) Ulx-like anti-restriction (CDS_0012)

TemPhD_cluster_48916_ 1953:18396(-)
CDS_0046 DarB anti-RM (APIS030) (CDS_0047) Ulx-like anti-restriction (CDS_0048)

TemPhD_cluster_56089 36722:53271(+)

CDS_0037
| cDps.0038 cas12f2_V-F_3(CDS_0041) CDS_0044 DarB anti-RM (APIS030) (CDS_0045) _Ulx-like anti-restriction (CDS_0046)
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TemPhD_cluster_55925 35549:56206(+)
CDS_0032 DarB anti-RM (APIS030) (CDS_0033) _Ulx-like anti-restriction (CDS_0034)

i

TemPhD_cluster 40476 23762:44660(+)

Ulx-like anti-restriction (CDS_0047)
CDS_0045 DarB anti-RM (APIS030) (CDS_0046) T CDS_0051 CDS_0052

TemPhD_cluster_55842 37288:56228(+)

Ulx-like anti-restriction (CDS_0012) CDS_0003
DarB anti-RM (APIS030) (CDS_0013) " | Ref-like RecA filament endonuclease (CDS_0008) ‘| cps_0002
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TemPhD_cluster_59807 140:18160(-)
CDS_0010 CDS_0007

TemPhD_cluster_40906 180:18909(-)

CDS_0010 DNA binding protein (CDS_0008)
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TemPhD_cluster_48360 27489:44241(+)
CDS_0034
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TemPhD_cluster_35815_ 24613:41925(+)
CDS_0010

E

TemPhD_cluster_60489 1777:19088(-)

CDS_0036
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TemPhD_cluster_59656 26821:45468(+)
CDS_0033 CDS_0037

TemPhD_cluster_6689 26889:44753(+)

CDS_0036 CDS_0039

—
TemPhD_cluster_35724_ 24989:42303(+)
holin (CDS_0016) CDS_0011

TemPhD_cluster_33230 1916:12116(-)

CapRel__CapRel (CDS_0032)
CDS_0030
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TemPhD_cluster_61442 25844:36320(+)
CDS_0052

TemPhD_cluster 45885 42549:51944(+)

CDS_0011

TemPhD_cluster_42890 2736:13401(-)
CDS_0032

TemPhD_cluster_50421 26336:37001(+)

CDS_0049
CHO<C K T XD <K
TemPhD_cluster_56169 41745:51777(+) —
CDS_0050
TemPhD_cluster_56040 38642:55685(+) D
CDS_0048
TemPhD_cluster 56039 38640:55683(+) D
CDS_0012

CDS_0013 | CDS_0011

TemPhD_cluster 47891 1962:20342(-)

CDS_0012CDS_0011

TemPhD_cluster_48198 1953:20340(-)

Ulx-like anti-restriction (CDS_0035)
CDS_0033 DarB anti-RM (APIS030) (CDS_0034) CDS_0037
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TemPhD_cluster_31518 27462:45469(+)

CDS_0033 DarB anti-RM (APIS030) (CDS_0034) CDS_0035

TemPhD_cluster_59508 27065:45265(+)
CDS_0014 DarB anti-RM (APIS030) (CDS_0013) _Ulx-like anti-restriction (CDS_0012)

TemPhD_cluster_35281 2133:20704(-)

Ulx-like anti-restriction (CDS_0036)
CDS_0034 DarB anti-RM (APIS030) (CDS_0035) | cps.oo38

TemPhD_cluster_59850 25689:44036(+)
CDS_0014 DarB anti-RM (APIS030) (CDS_0013) _Ulx-like anti-restriction (CDS_0012)

TemPhD_cluster_47944 1916:20263(-)

CDS_0036CDS_0037

TemPhD_cluster_49921 26259:38275(+)
CDS_0011CDS_0010

TemPhD_cluster_32678 1890:13906(-)

transcriptional regulator (CDS_0033)
CDS_0032 CDS_0037CDS_0038
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TemPhD_cluster_49923 26259:38271(+)

anti-repressor (CDS_0018)
CDS_0017 CDS_0013CDS_0012

TemPhD_cluster 60886 3664:15786(-)

CDS_0033CDS_0034

TemPhD_cluster_61386 25673:36645(+)

CDS_0034CDS_0033

TemPhD_cluster_36981_ 26294:37266(-)
CDS_0013CDS_0012 CDS_0008

TemPhD_cluster_41858 1953:13621(-)
CDS_0032CDS_0033

TemPhD_cluster_36355 26712:38380(+)
CDS_0045CDS_0046

TemPhD_cluster_56237 39985:51020(+)

RM_Type_lll_Type_Ill_REases__Type_Ill_REases_FAM_O.einsi_trimmed (CDS_0047)
RM_Type_lll_Type_lll_MTases__Type_ll|_MTases_FAM_0 (CDS_0046)

TemPhD_cluster_56059 38691:52813(+)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0032) RM_Type_lll_Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0033)

—
TemPhD_cluster 41139 24704:40795(+)

RM_Type_lll__Type_llIl_REases__Type_IIl_REases_FAM_O.einsi_trimmed (CDS_0036)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0035)

—
TemPhD_cluster_41493 26177:40527(+)

RM_Type_Ill__Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0011)
RM_Type_lll_Type_lll_MTases__Type_Il|_MTases_FAM_0 (CDS_0012) {

—
TemPhD_cluster_24512 1916:16671(-)

RM_Type_lll__Type_llIl_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0033)
RM_Type_lll_Type_lll_MTases__Type_ll|_MTases_FAM_0 (CDS_0032)

—
TemPhD_cluster_24516 25045:39800(+)

RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0035) RM_Type_lll_Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0036)

TemPhD_cluster_31822 26411:42210(+)
RM_Type_lll__Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0032) RM_Type_lIl_Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0033)

TemPhD_cluster_60619 24026:39420(+)

RM_Type_lll_Type_lll_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0049)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0048)

—
TemPhD_cluster 55931 41313:55334(+)

RM_Type_lll_Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0037)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0036) CDS_0038

—
TemPhD_cluster_47595_ 27778:44588(+)

RM_Type_lll__Type_lll_REases__ Type_lIl_REases_FAM_O.einsi_trimmed (CDS_0013)
CDS_0012
RM_Type_Ill_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0014) CDS_0011
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TemPhD_cluster_40155 3076:19873(-)

RM_Type_Illl_Type_Ill_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0012)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0013) { CDS_0011

TemPhD_cluster_24211 3076:19887(-)

RM_Type_lll_Type_lll_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0036)
RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0037) { CDS_0035

—
TemPhD_cluster_40802 26648:43513(-)

CDS_0030
— — —
TemPhD_cluster_43237 22326:32963(+)
DarB anti-RM (APIS030) (CDS_0049) CDS_0050  Ulx-like anti-restriction (CDS_0051)

TemPhD_cluster_55882 40582:58239(+)
CDS_0049 DarB anti-RM (APIS030) (CDS_0050) Ulx-like anti-restriction (CDS_0051)

TemPhD_cluster_55892 41350:56932(+)

CDS_0047 Ulx-like anti-restriction (CDS_0049)
DarB anti-RM (APIS030) (CDS_0048) |

TemPhD_cluster_45831 39258:54560(+)
CDS_0003 DarB anti-RM (APIS030) (CDS_0043) CapRel__CapRel (CDS_0040)

E

TemPhD_cluster 29272 1:2285(-), 29863:44017(-)
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