replication initiation protein (CDS_0022)
CDS_0024 CDS_0029
CDS.0021 CDS_0025 CDS_0028 CDS_0031
|cDS 0023 CDS_0026 CDS_0027€DS_ 0030 CDS_0032

MGV-GENOME-0302512 35230:41637(+)

CDS_0026 head decoration protein (CDS_0027)

MGV-GENOME-0304304 35230 41722(+)
CDS_0026 CDS_0027

MGV GENOME 0306710 35230:42013(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (CDS_0038)
27 28 29 30 31 3233 34 35 36 37 39 44

IMGVR_UViG_3300029357_000343|3300029357|Ga0243847_100246[53608-111119 35226:52902(+)

CDS $027 virion structural protein (CDS_0029)
CDS_0026  structural protein (CDS_0028)

MGV-GENOME-0309439 35230:43515(+)
CDS_0026 CDS_0027

MGV-GENOME-0308199 35230: 43081(+)
CDS_0026 CDS_0027

MGV-GENOME-0316476 35230:44327(+)
CDS_0026 CDS_0027

MGV-GENOME-0318046 35230:43522(+)
CDS_0026 CDS_0027

MGV-GENOME-0308511 35230:43178(+)
CDS_0026 CDS_0027

MGV-GENOME-4424541 35230:43279(+)
CDS_0026 CDS_0027

MGV-GENOME-0309300 35230:43462(+)
CDS_0026 CDS_0027

[
MG\/ GENOME 0318878 35230:43946(+)
CDS_0026  CDS_0027

MGV-GENOME-0317570 35229:44218(+)
CDS_0026 CDS_0027

MGV-GENOME-0328528 35230:43331(+)
CDS_0026  CDS_0027

MGV-GENOME-4424388 35230:43073(+)
CDS_0029 CDS_0030

MGV-GENOME-0309964 35679:43733(+)
CDS_0026 CDS_0027 CDS_0028

MGV-GENOME-0323345 35230:45130(+)
CDS_0026 CDS_0027

MGV-GENOME-0313289 35231:44960(+)
CDS_0026 CDS_0027 CDS_0028

MGV-GENOME-0319444 35230:45253(+)
CDS_0026 CDS_0027 CDS_0028

MGV-GENOME-0319783 35230:44429(+)
CDS_0026 CDS_0027 transposase (CDS_0028)

MGV-GENOME-0322810 35230:45142(+)

phosphoadenosine phosphosulfate reductase (CDS_0027)
CDS_0029
CDS_0026 DS_0028
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MGV-GENOME-0314358 35224:44962(+)

CDS_0028
CDS_0026 CDS_0027

MGV-GENOME-0311456 35260:44257(+)

CDS_0028
CDS_0026 CDS_0027 CDS_.0029

MGV-GENOME-0312960 35230:44829(+)

CDS_0028
CDS 0027 | CDS 0029

MGV-GENOME-0310347 35226:43856(+)
CDS_0026 CDS_0027

MGV-GENOME-0316829 35230:43791(+)
CDS_0026
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MGV-GENOME-0323929 35230:41760(+)
CDS_0026
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MGV-GENOME-0305017 35230:42005(+)
CDS_0026

MGV-GENOME-0318062 35230:42101(+)

CDsS_0029
CDS 0030
CDS_0027 CDS_0028

MGV-GENOME-0316260 33596:42634(+)

CDS0028  CDS 0030
CDS_0027 CDs_0029
aaa-ammm——@m-aO-CnCaad
MGV-GENOME-0314725 33596:43371(+)
26 27 28 Ddarlike helicase (CDS_0029) 30 31

IMGVR UV|G 3300045988 _170640|3300045988|Ga0495776_074106 35230:52413(+)
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28 Dda-like helicase (CDS_0029) 30

IMGVR UVIG 3300045988 _172826|3300045988|Ga0495776_037279 35230:51028(+)

phosphoadenosine phosphosulfate reductase (CDS_0029)
ParB-like partition protein (CDS_0028)
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MGV-GENOME-0315828 35230:46076(+)

phosphoadenosine phosphosulfate reductase (CDS_0029)
ParB-like partition protein (EDS_OOZS)
26 27 \ 30 31

IMGVR_UViG_3300014971_000209|3300014971|Ga0134442_1000044(55936-110777 35255:48646(+)

phosphoadenosine phosphosulfate reductase (CDS_0031)
ParB-like partition protein (EDS_OO30)
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phosphoadenosine phosphosulfate reductase (CDS_0030)
ParB-like partition protein (CDS_0029)
28 | 31 3233
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MGV-GENOME-0332492 35680:46421(+)
CDS_0021CDS_0026CDS_0027
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MGV-GENOME-0313886 34915:41741(+)

N
o

27 28 29 30 31 32

o
@
IN)
=
%)
(%)
X
w
o
N
w
o
x
©
Nl
«
hey

<
Q
<

@
m
z
)
<
m

+)

N
o~

27 28 29 30 DNA helicase (CDS_0031)32

IMGVR UV|G 3300029248 _000291|3300029248|Ga0168696_ 1000204|9612 66315 35230:50508(+)
26 27 28 29 DNA helicase (CDS_0030)31

MGV-GENOME-0323961 35230:48668(+)
26 27 28 29 30 DNA helicase (CDS_0031)32

IMGVR_UViG_3300029193_000094|3300029193]|Ga0168680_100162[1-56506 35230:50310(+)
26 27 28 29 30 31 32 33 34 DNA helicase (CDS_0035)36

1 [ '
IMGVR UV|G 3300029593 _000257|3300029593|Ga0245135_100070[117744-178320 35230:54381(+)

RT_II-AM_III-B_2 (CDS_0031)
27 28 29 30 32 3334 35
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MGV-GENOME-0323036 35230:49491(+)
phosphoadenosine phosphosulfate reductase (CDS_0027)
ParB-like partition protein (EDS_0026)
21 | 28 2930

MGV-GENOME-0318624 34481:44537(+)
CDS_0026

MGV-GENOME-0317238 34049:42137(+)
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MGV-GENOME-0337308 34928:474601(+)
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