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IMGVR_UViG_3300045988_110667|3300045988|Ga0495776_187051 113328:118119(+)
CDS_0082 CDS_0080
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IMGVR_UViG_3300023719_000001|3300023719|Ga0257059_100045 104523:109695(+)
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IMGVR_UViG_3300023497_000266|3300023497|Ga0257058_100056[11010-135921 100962:106134(+)
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integration and excision unknown function



