
IMGVR_UViG_3300045988_110488|3300045988|Ga0495776_169490 18390:33422(+)

22 23 24
25

26 27

ParA-like partition protein (CDS_0028)
ParB-like partition protein (CDS_0029)

30
31

replication initiation protein (CDS_0032)

33 34 35 36 37 38

Retron_VI__HTH (CDS_0039)

40 41
42

4344 45 46

MGV-GENOME-0283261 18394:30512(+)

ParA-like partition protein (CDS_0029)
ParB-like partition protein (CDS_0030)

31
32

replication initiation protein (CDS_0033)

34 35 36 37 39 42

IMGVR_UViG_3300014543_000164|3300014543|Ga0169722_100341|2-46346 18390:35878(+)

28
anti-repressor (CDS_0029)

30

replication initiation protein (CDS_0031)

32

DnaC-like helicase loader (CDS_0033)
ParB-like partition protein (CDS_0034)

35 36 37 3839 40 41 44 45

IMGVR_UViG_3300045988_009205|3300045988|Ga0495776_162940 18390:28155(+)

CDS_0025 CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0244520 18390:26456(+)

CDS_0028 CDS_0029

IMGVR_UViG_3300045988_016618|3300045988|Ga0495776_044684 18389:27222(+)

CDS_0029

CDS_0030
CDS_0031

CDS_0032

IMGVR_UViG_3300045988_003249|3300045988|Ga0495776_021086 18384:26178(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

MGV-GENOME-0244116 18389:26391(+)

CDS_0029

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0242897 18391:25510(+)

CDS_0028
CDS_0029

MGV-GENOME-0259132 18394:26635(+)

CDS_0028
CDS_0029 radical SAM domain protein (CDS_0033)

MGV-GENOME-0327674 18390:24950(+)

CDS_0028

MGV-GENOME-0261941 18387:27161(+)

CDS_0028

CDS_0029
CDS_0030

CDS_0034 CDS_0035

IMGVR_UViG_3300045988_011784|3300045988|Ga0495776_183092 18387:26436(+)

CDS_0028

IMGVR_UViG_3300045988_013861|3300045988|Ga0495776_178127 18390:27581(+)

28 29 30 31 32

uvig_524994 19985:29010(+)

ParA-like partition protein (CDS_0030)

CDS_0031
CDS_0032

CDS_0036

IMGVR_UViG_3300045988_000820|3300045988|Ga0495776_167405 19756:26888(+)

CDS_0023 CDS_0029 CDS_0030

MGV-GENOME-0237076 18161:25450(+)

CDS_0027

CDS_0028
CDS_0032

CDS_0033

MGV-GENOME-0251458 18390:27614(+)

DNA helicase (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_009562|3300045988|Ga0495776_165354 18384:26215(+)

CDS_0028
CDS_0029

radical SAM domain protein (CDS_0032)

CDS_0033 CDS_0036

IMGVR_UViG_3300045988_003467|3300045988|Ga0495776_153552 18384:26792(+)

CDS_0028 CDS_0029

IMGVR_UViG_3300029040_000134|3300029040|Ga0169694_100365|214-36773 18161:26910(+)

24 28 29 30
copper-binding metallochaperone CopP (NF033781.1) (CDS_0031)

32

IMGVR_UViG_3300045988_003473|3300045988|Ga0495776_153897 18161:26491(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0308814 18159:24933(+)

CDS_0028

MGV-GENOME-0262457 18161:26491(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_003544|3300045988|Ga0495776_059630 18161:26158(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300045988_030778|3300045988|Ga0495776_169466 18390:28003(+)

CDS_0028
CDS_0029

CDS_0030
copper-binding metallochaperone CopP (NF033781.1) (CDS_0031)

CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0312034 18387:27386(+)

CDS_0028
CDS_0029

IMGVR_UViG_3300045988_058914|3300045988|Ga0495776_029354 18390:31153(+)

28
29 30 3132 33 34 35

abortive infection resistance protein (CDS_0036)
37 38

uvig_166318 18394:32528(+)

28
ABC transporter (CDS_0029)

30 31 32 33
transcriptional regulator (CDS_0034)

35 36

IMGVR_UViG_3300029564_000068|3300029564|Ga0244919_100861 18161:30554(+)

28 29 30 31 32 33 35

MGV-GENOME-0281153 18390:28193(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0314076 18384:28334(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0271294 18390:28856(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300029715_000429|3300029715|Ga0245215_1000371|25697-65436 18391:29606(+)

28 29 30 31 32

MGV-GENOME-0281385 18381:28517(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

CDS_0034

uvig_141807 18390:30406(+)

28
tRNA methyltransferase (CDS_0029)

30 31 32 33 34

IMGVR_UViG_3300045988_044860|3300045988|Ga0495776_148576 18161:28856(+)

CDS_0023 CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300029210_000255|3300029210|Ga0168823_100134|55243-96313 18390:30646(+)

28 29 30 31 32 33

MGV-GENOME-0272034 18445:31016(+)

29 30 31 32 33 34

ivig_1865 18386:28521(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_053545|3300045988|Ga0495776_146454 18388:27435(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300029527_000142|3300029527|Ga0244938_100405|150-38337 18379:27764(+)

ParA-like partition protein (CDS_0029)
CDS_0030 CDS_0031

IMGVR_UViG_3300045988_012591|3300045988|Ga0495776_126562 18390:27996(+)

CDS_0028
CDS_0029 CDS_0030

MGV-GENOME-0257010 18391:27701(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_033863|3300045988|Ga0495776_182379 18390:27750(+)

CDS_0028
CDS_0029 CDS_0030

MGV-GENOME-0257293 18387:27785(+)

CDS_0028
CDS_0029 CDS_0030

uvig_561562 18042:29101(+)

CDS_0027
CDS_0028

CDS_0029 CDS_0030

IMGVR_UViG_3300045988_063576|3300045988|Ga0495776_127904 18390:28185(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0262818 18272:28479(+)

Retron_VI__HTH (CDS_0028)
CDS_0029

CDS_0030 CDS_0031

uvig_265200 18390:27561(+)

CDS_0028
CDS_0029 CDS_0030

uvig_112656 18161:27750(+)

27 28 29 30 31

uvig_32063 18155:30226(+)

27 28 29 30 31 32 33

MGV-GENOME-0271609 18155:29360(+)

27 28 29 30 31 32

IMGVR_UViG_3300045988_047864|3300045988|Ga0495776_178111 18390:28631(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

CDS_0033
CDS_0034

MGV-GENOME-0258117 18390:27710(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300029875_000258|3300029875|Ga0245324_100152|65174-103724 18390:28115(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_026118|3300045988|Ga0495776_157479 18384:26945(+)

CDS_0028
CDS_0029

IMGVR_UViG_3300045988_064838|3300045988|Ga0495776_152062 18196:29150(+)

29 30
31

32 33 34

IMGVR_UViG_3300045988_016522|3300045988|Ga0495776_041970 18390:27706(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300014542_000126|3300014542|Ga0134454_100027|77718-115722 18390:27571(+)

CDS_0029
CDS_0030 CDS_0031

MGV-GENOME-0263841 18391:28245(+)

CDS_0029
CDS_0030 CDS_0031

IMGVR_UViG_7000000661_000067|7000000661|SRS052027_LANL_scaffold_2577 17410:26760(+)

CDS_0027
CDS_0028 CDS_0029

IMGVR_UViG_3300045988_004214|3300045988|Ga0495776_041472 18390:29102(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300029431_000216|3300029431|Ga0243758_1000052|119471-159556 19988:30293(+)

ParA-like partition protein (CDS_0029)
CDS_0030 CDS_0031

SAMEA2579984_a1_ct875 18384:27919(+)

CDS_0028
CDS_0029 CDS_0030

uvig_200563 18391:28086(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_034322|3300045988|Ga0495776_041293 18390:27717(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_046200|3300045988|Ga0495776_167875 18390:28055(+)

CDS_0028
CDS_0029 CDS_0030

uvig_277212 18048:30353(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0027)
28 29 30 31 32

IMGVR_UViG_3300045988_009942|3300045988|Ga0495776_016134 18357:27994(+)

CDS_0028 CDS_0029 CDS_0030

IMGVR_UViG_3300008360_000038|3300008360|Ga0114875_1000795 18357:27344(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_2920093619_000002|2920093619|2920093621|186090-225157 18390:30072(+)

AbiD__AbiD (CDS_0028)
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_033801|3300045988|Ga0495776_041837 18384:27943(+)

CDS_0028
CDS_0029 CDS_0030

MGV-GENOME-0257734 18384:27943(+)

CDS_0028
CDS_0029 CDS_0030

ivig_949 18390:33216(+)

28 29 30

vancomycin resistance response regulator transcription factor VanR-B (NF000402.1) (CDS_0031)
PhoP (VF0286) (CDS_0032)

33 34 35
36

37 38 39

IMGVR_UViG_2854065680_000002|2854065680|2854065691|164323-202006 18390:28019(+)

28 29
30

31 32 33

IMGVR_UViG_2751185689_000001|2751185689|2751241728|80-43781 18390:33250(+)

ParA-like partition protein (CDS_0028)
ParB-like partition protein (CDS_0029)

30
31

32 33 34 35 36 37

IMGVR_UViG_3300029785_000394|3300029785|Ga0243763_1000047|119468-162497 19988:33237(+)

ParA-like partition protein (CDS_0029)
ParB-like partition protein (CDS_0030)

31
32

replication initiation protein (CDS_0033)

34 35 36

IMGVR_UViG_3300045988_051186|3300045988|Ga0495776_046449 18393:30879(+)

ParA-like partition protein (CDS_0028)
ParB-like partition protein (CDS_0029)

30
31

replication initiation protein (CDS_0032)

33 34 35

IMGVR_UViG_3300045988_088326|3300045988|Ga0495776_161696 18196:29248(+)

29 30 31
32

33 34 35

MGV-GENOME-0331000 18258:28282(+)

28 29 30 31 32

uvig_296082 18258:27815(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_025118|3300045988|Ga0495776_127640 18384:27771(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_046276|3300045988|Ga0495776_170388 18394:28384(+)

28 29 30 31 32

IMGVR_UViG_3300045988_008188|3300045988|Ga0495776_041568 18390:27770(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300023716_000154|3300023716|Ga0257047_10076|44555-82971 18390:27948(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300029589_000375|3300029589|Ga0245106_100344|3-40260 18394:29822(+)

28 29
replication initiation protein (CDS_0030)

31 32

MGV-GENOME-0253069 19628:28216(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0032

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_047912|3300045988|Ga0495776_125709 19112:29749(+)

28 32 3334 35 36 39 40

IMGVR_UViG_3300010278_000011|3300010278|Ga0129311_1000414 19118:29318(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

MGV-GENOME-0263183 19118:29239(+)

CDS_0030

CDS_0032
CDS_0033

CDS_0034

CDS_0035

MGV-GENOME-0270469 18753:28194(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0265421 19674:29981(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0258289 19118:28512(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

MGV-GENOME-0255336 19113:27845(+)

CDS_0027 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0258605 19157:28521(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_3300045988_016517|3300045988|Ga0495776_125966 19157:28660(+)

CDS_0031
CDS_0032

CDS_0033 CDS_0035

OTU_2657 19118:28599(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_010650|3300045988|Ga0495776_084101 19112:28698(+)

CDS_0032
CDS_0033

CDS_0034

uvig_224423 18390:30325(+)

28 29

copper-binding metallochaperone CopP (NF033781.1) (CDS_0030)
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0031)

32 33 34 38

IMGVR_UViG_3300029185_000103|3300029185|Ga0168712_100200|24403-65023 18390:29700(+)

28 29
copper-binding metallochaperone CopP (NF033781.1) (CDS_0030)

31 32

MGV-GENOME-0327361 18385:34070(+)

29 30 31 32 33 34
multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0035)

36 37 38

IMGVR_UViG_649989923_000001|649989923|649993403|25516-63538 18161:27582(+)

CDS_0028
CDS_0029 CDS_0030

ivig_2763 18161:28033(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

MGV-GENOME-0252090 18155:26501(+)

CDS_0028

IMGVR_UViG_3300030319_000334|3300030319|Ga0244979_100120|66-41004 18161:31178(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0028)

29
30

31 32 33 34

IMGVR_UViG_3300045988_049272|3300045988|Ga0495776_086163 18390:27778(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

uvig_489010 18390:27392(+)

CDS_0028
integrase (CDS_0029)

CDS_0030

IMGVR_UViG_3300045988_077360|3300045988|Ga0495776_128640 18384:26543(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_043921|3300045988|Ga0495776_084274 18381:27545(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_3300045988_054997|3300045988|Ga0495776_043622 18391:27643(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300029748_000022|3300029748|Ga0245205_1000714 18390:24946(+)

CDS_0028

MGV-GENOME-0270065 18390:26407(+)

toxin-antitoxin system HicB-like (CDS_0028)
CDS_0029 CDS_0030

uvig_422954 18390:33592(+)

28 29 30 31
thioredoxin domain (CDS_0032)

33 34 35 36 37 38

MGV-GENOME-0272543 18390:29131(+)

29

transposase (CDS_0030)

31
32

33 34 35

MGV-GENOME-0273158 18387:28359(+)

28 29 30 31 32 33

MGV-GENOME-0289802 18390:34039(+)

28
29

30 31 32 33 34 35 36 37 38 39 40

IMGVR_UViG_3300045988_102271|3300045988|Ga0495776_158315 18390:30470(+)

28 29 30 31
ribonucleotide reductase large subunit (CDS_0032)

33

IMGVR_UViG_3300045988_068483|3300045988|Ga0495776_172688 19808:30044(+)

CDS_0028 CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_017906|3300045988|Ga0495776_084204 19118:29161(+)

CDS_0027 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0266832 19117:29529(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300029105_000369|3300029105|Ga0169199_1000395|1856-42044 19117:30546(+)

CDS_0029 CDS_0033
CDS_0034

CDS_0035

CDS_0036

OTU_2623 19112:28663(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_012642|3300045988|Ga0495776_151560 18753:27059(+)

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0261735 19119:29871(+)

DNA helicase (CDS_0028)
CDS_0029

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300029479_000210|3300029479|Ga0244137_100206|14242-52213 19118:29774(+)

ParA-like partition protein (CDS_0029)
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_3300014771_000174|3300014771|Ga0169781_100027|67960-107903 19808:30257(+)

CDS_0028 CDS_0029
CDS_0034

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_032235|3300045988|Ga0495776_126169 19808:28588(+)

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0260080 19118:30411(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0040

MGV-GENOME-0332097 18384:30052(+)

AbiD__AbiD (CDS_0028)

copper-binding metallochaperone CopP (NF033781.1) (CDS_0029)
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0030)

CDS_0031
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_024277|3300045988|Ga0495776_176805 18390:29053(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0028)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0273926 18384:30337(+)

28 29 30 31 32 33

MGV-GENOME-0288791 18387:27906(+)

CDS_0028
CDS_0029 CDS_0030

IMGVR_UViG_7000000333_000085|7000000333|SRS050925_LANL_scaffold_5503 19135:29028(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

IMGVR_UViG_3300045988_098151|3300045988|Ga0495776_176840 18161:28934(+)

27 28
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0029)

30 31 32

IMGVR_UViG_3300029828_000021|3300029828|Ga0244885_100665 18390:27412(+)

CDS_0028
CDS_0029 CDS_0030

CDS_0033
CDS_0034

MGV-GENOME-0258318 18394:29182(+)

28 29 30 31
32

33 34

IMGVR_UViG_3300045988_002982|3300045988|Ga0495776_085700 19066:28951(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0038

IMGVR_UViG_3300045988_011822|3300045988|Ga0495776_009899 19174:29563(+)

CDS_0032

CDS_0033
CDS_0034

MGV-GENOME-0257981 18801:29073(+)

CDS_0032

CDS_0033
CDS_0034

IMGVR_UViG_3300014790_000014|3300014790|Ga0134419_1000251 19118:28596(+)

CDS_0032

CDS_0033
CDS_0034

uvig_382338 19808:31842(+)

copper-binding metallochaperone CopP (NF033781.1) (CDS_0028)
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0029)

CDS_0034

CDS_0035
CDS_0036

uvig_140771 18390:28801(+)

copper-binding metallochaperone CopP (NF033781.1) (CDS_0028)
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0029)

30 31 32

MGV-GENOME-0296505 18357:33143(+)

28 29

replication initiation protein (CDS_0030)

DnaC-like helicase loader (CDS_0031)
ParB-like partition protein (CDS_0032)

33 34 35 36 37 38 40

IMGVR_UViG_3300045988_026584|3300045988|Ga0495776_172487 18357:33143(+)

28 29

replication initiation protein (CDS_0030)

DnaC-like helicase loader (CDS_0031)
ParB-like partition protein (CDS_0032)

33 34 35 36 37 38

MGV-GENOME-0254585 19118:30196(+)

CDS_0032

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_127746|3300045988|Ga0495776_136259 18384:36242(+)

28 29 30 31 32 33
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0034)

35 36 37 38 39 40 41

IMGVR_UViG_3300045988_049413|3300045988|Ga0495776_186613 19112:29887(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_035435|3300045988|Ga0495776_044852 19169:28534(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0256991 18753:28265(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0259286 19119:28898(+)

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0253183 19118:28443(+)

CDS_0027 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0330970 18754:27146(+)

CDS_0030
CDS_0031

CDS_0032 CDS_0037

IMGVR_UViG_3300045988_046195|3300045988|Ga0495776_180032 19808:30274(+)

CDS_0028 CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_022948|3300045988|Ga0495776_126389 19116:29367(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0039

IMGVR_UViG_3300029633_000146|3300029633|Ga0242758_100030|64959-102603 18751:28671(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0230537 23138:32329(+)

CDS_0043
CDS_0044

CDS_0045

MGV-GENOME-0262465 19806:29913(+)

CDS_0028 CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0264747 19806:30311(+)

CDS_0028 CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_055778|3300045988|Ga0495776_157886 18751:29850(+)

CDS_0028 CDS_0031
CDS_0032

CDS_0033
CDS_0037

IMGVR_UViG_3300045988_008999|3300045988|Ga0495776_147211 18743:27604(+)

CDS_0031
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CDS_0033

CDS_0034

IMGVR_UViG_3300045988_029180|3300045988|Ga0495776_162577 18754:27699(+)

CDS_0031
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CDS_0033
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CDS_0033
CDS_0034
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CDS_0033
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27
toxin (CDS_0028)
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