ParA-like partition protein (CDS_0025)
CDS_0021
CDS_ 0020  CDS_0023 CDS_0027
CDS.0018 CDS_0019 | C€DS_0022CDS 0024 CDS_0026 | Druantia_ll_DruM (CDS_0028)

%%

MGV-GENOME-0200437 16399:22159(+)

transcriptional repressor (CDS_0021)
Retron_VI_HTH (CDS_0019)
~€DS_0020 CDS_0022 CDS_0023 CDS_0026 CDS_0033 CDS_0034

— |
MGV-GENOME-0228120 16539:24122(+)

CDS_0036 CDS_0041 CDS_0043
[ cysH_IV-B_1(CDS_0038) CDS 0043 CDS_0048
I I

IMGVR_UViG_3300014940_000132|3300014940|Ga0169849 100198|16080-54872 26713:34968(+)

CDS 0033 CDS_0036
CDS_0027 CDS_0028 CDS_0029 CDS_0035

I I
MGV-GENOME-0337141 20635:31803(+)
CDS_0051 MazF-like growth inhibitor (CDS_0056)

IMGVR_UViG_641736197_000005|641736197|641778490|25491-65677 29512:37004(+)
CDS_0036

MGV-GENOME-4405861 21229:28747(+)
CDS_0044 CDS_0049

IMGVR_UViG_3300045988_027648|3300045988|Ga0495776_167718 25072:33269(+)

MazF-like growth inhibitor (CDS_0056)
CDS_0050 CDS_0055

uvig_121352 28442:36509(+)
CDS_0046

IMGVR_UViG_3300045988_008999|3300045988|Ga0495776_147211 25803:34005(+)
CDS_0029 CDS_0036

MGV-GENOME-0224088 20641:28340(+)

radical SAM domain protein (CDS_0037)
CDS_0036 CDS_0044

MGV-GENOME-0260080 26408:35272(+)

CDS_0039
T CDS_0040 CDS_0046 CDS_0051

IMGVR_UViG_3300045988_043921|3300045988|Ga0495776_084274 26505:34552(+)
CDS_0046 CDS_0048 CDS_0050 CDS_0053

IMGVR_UViG_3300045988_044860|3300045988|Ga0495776_148576 27936:36816(+)
CDS_0018 CDS_0022 CDS_0027

MGV-GENOME-0177343 13489:21674(+)
CDS_0047 MazF-like growth inhibitor (CDS_0052)

IMGVR_UViG_3300014535_000134|3300014535|Ga0169873_100328|135-40887 30072:38154(+)
CDS_0043

MGV-GENOME-0305243 25200:33749(+)
CDS_0039

MGV-GENOME-0240415 24604:32686(+)
CDS_0042

MGV-GENOME-0242571 24631:31286(+)
CDS_0045

MGV-GENOME-0268652 25892:33929(+)
CDS_0035

MGV-GENOME-0226304 21843:29441(+)
CDS_0041 CDS_0046

IMGVR _UViG_3300045988_009562|3300045988|Ga0495776_165354 24269:31955(+)
CDS_0026

uvig_86572 12868:20392(+)
CDS_0045 CDS_0050

uvig 224423 31518:38968(+)
CDS_0028 CDS_0035

MGV-GENOME-0336845 20641:30163(+)
CDS_0042 CDS_0047

MGV-GENOME-0295880 27242:35038(+)
CDS_0031 CDS_0036

MGV-GENOME-0266835 21224:30094(+)
CDS_0033

MGV-GENOME-0205627 19440:26815(+)

CDS_0048
CDS_0047 |

uvig_59492 27792:35266(+)
CDS_0020 CDS_0022

MGV-GENOME-0168196 11724:20345(+)

DNA methyltransferase (CDS_0024)
CDS_0025
CDS_0023 T CDS_0026

i%

MGV-GENOME-0161487 10718:19418(+)
CDS_0045 CDS_0046

MGV-GENOME-0257734 27023:34878(+)
CDS_0042 CDS_0043

MGV-GENOME-0232890 22298:30706(+)
CDS_0047 CDS_0048

\
E

IMGVR_UViG_3300045988_044837|3300045988|Ga0495776_111312 28403:37347(+)

CDsS_0045 CDS_0047
CDS_0046

IMGVR_UViG_3300045988_006791|3300045988|Ga0495776_172651 26160:34132(+)
CDS_0045 CDS_0047

==

CDS_0046

MGV-GENOME-0297257 26160:34132(+)
CDS_0034CDS_0035 CDS_0036

uvig_451425 18730:27222(+)
CDS_0045CDS_0046 CDS_0047

uvig_265200 26542:34543(+)
CDS_0045 CDS_0046  CDS_0048

IMGVR_UViG_3300045988_033863|3300045988|Ga0495776_182379 26731:34935(+)
CDS_0036 CDS_0037

MGV-GENOME-0237554 23529:31633(+)
CDS_0035 CDS_0036

MGV-GENOME-0300377 21482:29592(+)
CDS_0034 CDS_0035

MGV-GENOME-0221520 20108:28632(+)

CDS_0046
CDS_0045 | CDS 0047

IMGVR_UViG_3300045988_008679|3300045988|Ga0495776_008880 27163:35087(+)
CDS_0030 CDS_0031

MGV-GENOME-0205674 17397:25813(+)
CDS_0044 CDS_0045

MGV-GENOME-0256991 26437:34745(+)

CDS_0040
CDS 0039 | CDS 0041

MGV-GENOME-0339178 23042:31338(+)
CDS_0035 CDS_0036

MGV-GENOME-0226905 21570:29547(+)
CDS_0030 CDS_0031

MGV-GENOME-0216157 19192:27687(+)
CDS_0039 CDS_0040

MGV-GENOME-0237541 23415:31631(+)
CDS_0044 CDS_0045

SAMEA2579984 _al_ct875 26999:34954(+)
CDS_0034 CDS_0036 CDS_0037

MGV-GENOME-0226679 21575:29507(+)
CDS_0026 CDS_0027

MGV-GENOME-0175665 12664:20836(+)
CDS_0042

IMGVR_UViG_3300045988_017914|3300045988|Ga0495776_159315 24765:32603(+)
CDS_0036 CDS_0037

\
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MGV-GENOME-0328012 23468:31401(+)
CDS_0047 CDS_0048

uvig_13394 27908:35856(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300029828_000021|3300029828|Ga0244885_100665 26492:34425(+)
CDS_0032 CDS_0033

MGV-GENOME-0214545 19138:27392(+)
CDS_0049 CDS_0050 CDS_0053

MGV-GENOME-0266326 28458:36971(+)

CDS_0032
CDsS_0031 CDS_0033

MGV-GENOME-0226699 17922:26118(+)
CDS_0049 CDS_0050

IMGVR _UViG_3300045988_051186|3300045988|Ga0495776_046449 29959:37885(+)
CDS 0043 CDS 0044

MGV-GENOME-0260493 25133:33180(+)

CDS_0028
CDS_0027 | CDS_0029

uvig_363007 13098:21617(+)
CDS_0027 CDS_0028

MGV-GENOME-0174434 12230:20650(+)
CDS_0042

MGV-GENOME-0237076 23622:31545(+)
CDS_0045 CDS_0046 CDS_0049 transposase (CDS_0050)

MGV-GENOME-0334671 26300:36192(+)
CDS_0045

IMGVR_UViG_3300045988_046200|3300045988|Ga0495776_167875 27135:35250(+)

CDS_0040
CDS.0039 | CDS 0041

IMGVR_UViG_3300045988_002673|3300045988|Ga0495776_143596 23117:32010(+)
CDS_0031CDS_0032

MGV-GENOME-0207208 18028:26074(+)
CDS_0026 CDS_0027

uvig 433929 13428:21823(+)
CDS_0028 CDS_0029

MGV-GENOME-0205200 17263:25726(+)
CDS_0038 CDs_0041

MGV-GENOME-0237084 24371:31486(+)
CDS_0032 CDS 0033 CDS_0035 CDS_0036

MGV-GENOME-0207010 17599:26627(+)
CDS_0045 CDS_0046 CDS_0048

MGV-GENOME-0279401 26598:35100(+)
CDS_0052 CDS_0053 CDS_0057 CDS_0058

MGV-GENOME-0327361 33150:42118(+)
CDS_0047 CDS_0048

uvig_166318 30820:39829(+)
CDS_0034 CDS_0035

MGV-GENOME-0221989 20192:29300(+)
CDS_0048 CDS_0049

MGV-GENOME-0273926 29417:38420(+)
CDS_0044 CDS_0045

MGV-GENOME-0305188 24973:34075(+)
CDS_0047 CDS_0048

MGV-GENOME-0263341 28176:36869(+)

CDS_0043
CDS_0042 TRM_Type_I |__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0044)

IMGVR_UViG_3300045988_003249|3300045988|Ga0495776_021086 24377:33815(+)
CDS_0040 CDS_0041

IMGVR_UViG_3300045988_033669|3300045988|Ga0495776_151716 26030:35104(+)
CDS_0040 CDS_0041

IMGVR_UViG_3300045988_005485|3300045988|Ga0495776_063077 24649:33275(+)
CDS_0045 CDS_0046

\
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ivig_1865 27559:36119(+)
CDS_0047 CDS_0048 CDS_0053

uvig_309220 27849:36874(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300045988_034322|3300045988|Ga0495776_041293 26797:35270(+)
CDS_0020 CDS_0021 CDS_0026

MGV-GENOME-0171785 12319:20849(+)
CDS_0048 CDS_0049

w
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MGV-GENOME-0265421 28273:36803(+)
CDS_0050

MGV-GENOME-0326416 29147:37448(+)
CDS_0044 CDS_0045

IMGVR_UViG_3300045988_025118|3300045988|Ga0495776_127640 26851:34667(+)

CDsS_0048
CDS_0047 |CDS_0049

IMGVR_UVIG 3300045988 017906|3300045988|Ga0495776 084204 27453:35540(+)
CDS_0029

MGV-GENOME-0177143 13629:20798(+)
CDS_0045 CDS_0046

OTU_3034 26520:34286(+)
CDS_0035 CDS_0036

MGV-GENOME-0218546 20853:28704(+)
CDS_0044 CDS_0045

IMGVR _UViG_3300045988 035435|3300045988|Ga0495776_044852 26706:35201(+)
Druantia_ll__DruM (CDS_0051)

IMGVR_UViG_3300029087_000092|3300029087|Ga0169172_100019|309-43085 32234:40177(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0048)
CDS_0047 CDS_0053
CDS_ 0046 | 'CDS_0049 “cps_0054

Eﬁ

IMGVR_UViG_3300045988_061203|3300045988|Ga0495776_085877 26849:35970(+)
CDS_0029 CDS_0030

MGV-GENOME-0177463 13866:21689(+)
CDS_0036 CDS_0037

MGV-GENOME-0221616 21820:29230(+)

CDS_0049
CDS_0048 | CDS_0050

IMGVR_UViG_3300045988_007950|3300045988|Ga0495776_181368 28033:35531(+)

CDS_0047
CDS 0046 | CDS.0048

MGV-GENOME-0317954 28704:36688(+)

CDS_0048
CDS 0047 | CDS_0049

MGV-GENOME-0263183 27531:35468(+)
CDS_0045 CDS_0046

MGV-GENOME-0253069 26514:34660(+)

CDS_0037
CDS.0036 | CDS_0038

MGV-GENOME-0226245 21938:30015(+)

CDS_0048
CDS 0047 | CDS_0049

IMGVR_UViG_3300045988_054997|3300045988|Ga0495776_043622 28638:36286(+)
CDS_0046 CDS_0047

IMGVR_UViG_3300045988_009743|3300045988|Ga0495776_166051 27185:35102(+)

CDS_0042
CDS 0041 | CDS.0043

IMGVR_UViG_3300045988_011784|3300045988|Ga0495776_183092 24728:33096(+)

CDS 0050
CDS_0049
CDS.0048 | | CDS 0051

MGV-GENOME-0263695 27877:36502(+)
CDS_0046 CDS_0047

IMGVR_UViG_3300029134_000284|3300029134|Ga0168775_100124(19634-57634 27562:35402(+)
CDS_0045 CDS_0046

MGV-GENOME-0294507 24927:34049(+)
CDS_0043 CDS_0044

IMGVR _UViG_3300045988 003487(3300045988|Ga0495776_062885 24545:33222(+)
CDS_0047 CDS 0048

MGV-GENOME-0274530 27186:36737(+)
CDS_0047 CDS_0048

IMGVR_UViG_3300029479_000210|3300029479|Ga0244137_100206(14242-52213 28066:35373(+)
CDS_0046 CDS_0047

IMGVR_UVIG_2920093619_000002|2920093619]2920093621|186090-225157 29152:36898(+)
CDS_0048 CDS_0049

IMGVR_UViG_3300045988_097893|3300045988|Ga0495776_128316 29521:37047(+)
CDS_0048

MGV-GENOME-0258289 27721:35979(+)

CDS_0031
[ cDs 0032

MGV-GENOME-0204454 18922:26594(+)
CDS_0048 CDS_0054

IMGVR_UViG_3300045988_007600|3300045988|Ga0495776_125801 27721:36374(+)
CDS_0038 CDS_0044

IMGVR_UViG_3300010278_000011|3300010278|Ga0129311_ 1000414 26117:35026(+)
CDS_0030

MGV-GENOME-0232849 19156:27179(+)
CDS_0041

IMGVR_UViG_3300045988_013861|3300045988|Ga0495776_178127 25404:33383(+)
CDS_0039

IMGVR_UViG_3300045988_016533|3300045988|Ga0495776_150067 26749:34259(+)
CDsS_0047 CDS_0049

uvig_248450 29790:36814(+)
CDS_0042 CDS_0044

MGV-GENOME-0257293 26396:34188(+)
CDS_0048 CDS_0049 CDS_0053  CDS_0054
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IMGVR_UViG_3300029564_000068|3300029564|Ga0244919_100861 29592:38110(+)
CDS_0043

IMGVR_UViG_3300045988_053545|3300045988|Ga0495776_146454 26046:34990(+)
CDS_0034 CDS_0039

MGV-GENOME-0312034 23478:32555(+)
CDS_0023

MGV-GENOME-0166832 13052:20978(+)
CDS_0038

MGV-GENOME-0242090 22263:29947(+)
CDS_0038CDS 0039 CDS_0045

MGV-GENOME-0310726 23541:31467(+)
CDS_0044 CDS_0045

uvig 583566 28387:36083(+)
amidase (CDS_0028) CDS_0029 CDS_0035 CDS_0036

1

MGV-GENOME-0221632 20636:29233(+)
CDS_0028 CDS_0035

MGV-GENOME-0234980 20641:28044(+)
CDS_0002 CDS_0003

MGV-GENOME-0230537 1:5131(+)
CDS_0043 CDS_0045 CDS_0046 CDS_0048

MGV-GENOME-0257981 25989:35503(+)

4000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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