
MGV-GENOME-0197357 16831:27064(+)

25 26 2728 29 30 31 32 33
34

35 36 37 38 39 40 DNA binding protein (CDS_0041)

uvig_440296 17195:24225(+)

CDS_0031

uvig_49383 16942:30354(+)

30 31 32 33 34 35 36 37

uvig_302876 16831:34900(+)

30 31 32

SigE (VF0295) (CDS_0033)
34

35 36 37 38 39 40

uvig_473318 16831:31758(+)

anti-repressor (CDS_0030)
31 32 33 34 35 36 37 38 39

Han_2018_ERR1398085_NODE_552_length_39393_cov_217.087244 16831:39386(+)

30 31
ribose-phosphate pyrophosphokinase (CDS_0032)

33 34 35 36 37 38 39 40

uvig_444567_ 16831:34471(+)

30 31
ATP-dependent protease (CDS_0032)

33 34 35 36 37 38 39 40 41 42

uvig_462772 16831:33252(+)

30 31
transposase (CDS_0032)

33 34 35
36

37 3839 40 41 42 43

uvig_483194 16828:34961(+)

29 31 32 33 34
IraAB (VF0293) (CDS_0035)

36 37 38 39 4041 42

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other transcription regulation unknown function Virulence


