transcriptional regulator (CDS_0030)
SigE (VF0295) (CDS_0032)
36
21 35] 38 42
2012223 24 25 26 272829 | 31 | 3334 |37] 394041 [43  DNA primase (CDS_0044) 45
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IMGVR_UViG_3300023718_000223|3300023718|Ga0257036_10304(3-43214 14584:35210(+)

transcriptional regulator (CDS_0029)
SigE (VF0295) (CDS_0031)
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30 | 3233] |36] 38 39
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MGV-GENOME-0299037 14584:30809(+)

27 29 31
25 26 T8 T30 32 33

IMGVR_UViG_3300045988_167120|3300045988|Ga0495776_072078 14584:32266(+)

27 29 31
25 26 T28 T30 32 33

MGV-GENOME-0269996 14584:32266(+)
CDS_0025 CDS_0026 CDS_0027 tail fiber protein (CDS_0028)

ivig 484 14584:36303(+)

DNA methyltranifgase (CDS_0027)
DNA methyltransferase (CDS_0028)
18 19 21 242526 | 29 30 35

MGV-GENOME-0277401 11859:27981(+)
8000 nt 1
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