
IMGVR_UViG_646311913_000003|646311913|646311987|990521-1027445 24047:30423(+)

CDS_0031
CDS_0032

unknown function (CDS_0033)
nucleoside triphosphate pyrophosphohydrolase (CDS_0034)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

CDS_0039 transposase (CDS_0040)

IMGVR_UViG_2703718695_000012|2703718695|2703727567|3-34317 20609:26987(+)

CDS_0029 CDS_0032

TemPhD_cluster_28977 31257:37643(-)

CDS_0048

IMGVR_UViG_2579778753_000004|2579778753|2579810499|1-34205 21333:27719(+)

CDS_0033

IMGVR_UViG_2698536479_000008|2698536479|2698559561|91114-126882 21673:26484(+)

CDS_0032

IMGVR_UViG_3300016725_000293|3300016725|Ga0183101_1000001|112937-147913 21410:27663(+)

CDS_0033
CDS_0035

IMGVR_UViG_2859677112_000004|2859677112|2859677112|3688881-3724753 22444:28660(+)

CDS_0033

IMGVR_UViG_2687453315_000007|2687453315|2687453837|3653581-3689310 21933:28421(+)

CDS_0035 CDS_0036 CDS_0039

IMGVR_UViG_2695420806_000003|2695420806|2695483137|434-34560 20776:26992(+)

CDS_0031 CDS_0032

IMGVR_UViG_2718218462_000001|2718218462|2718229278|1095063-1130189 21887:28652(+)

CDS_0031 CDS_0034 CDS_0035

IMGVR_UViG_2645727648_000022|2645727648|2645742126|38336-74274 21172:29636(+)

CDS_0030 CDS_0031 CDS_0036
transposase (CDS_0037)

CDS_0038

IMGVR_UViG_2906119096_000006|2906119096|2906119099|3702397-3738248 22210:28844(+)

CDS_0031 CDS_0034 CDS_0035

IMGVR_UViG_2600255055_000004|2600255055|2600282280 17924:30689(+)

tail protein (CDS_0023)
tail fiber protein (CDS_0024)

CDS_0025 CDS_0030

uvig_128120 22587:26908(+)

CDS_0033 CDS_0034

IMGVR_UViG_3300014950_000129|3300014950|Ga0169861_100003|79656-115082 22070:26404(+)

CDS_0032 CDS_0033

IMGVR_UViG_2576861723_000009|2576861723|2576916632|1340558-1375543 21586:27773(+)

CDS_0031
CDS_0032 CDS_0034

IMGVR_UViG_2639763161_000003|2639763161|2639848508|1717810-1753413 22333:26455(+)

CDS_0032 CDS_0033

uvig_461315 3521:6384(+)

CDS_0005

IMGVR_UViG_3300036779_000276|3300036779|Ga0376648_0000027|55119-88894 20304:27948(+)

CDS_0027
host nuclease inhibitor (CDS_0031)

CDS_0032 CDS_0036 transcriptional regulator (CDS_0037)

5000 nt

integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function


