tail assembly chaperone (CDS_0067)

HNH endonuclease (CDS_0058) CDS_0061 DNA methyltransferase (CDS_0065)
CDS_0059  ATPase (CDS_0060) CDS_0062 CDS_0063 CDS_0064 CDS_0066 ‘ CDS_0068

¢ K H K @ { I e

Station100_MES_ALL_assembly NODE_121_length_54716_cov_9.008178 47188:54716(+)

CDS_0058 CDS_0060
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|

Station168_IZZ_ALL _assembly NODE_1427_length_47652_cov_5.247600 40156:47652(+)

CDS_0068
CDS_0062 CDS_0067| CDS_0069
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Station18_DCM_ALL _assembly_ NODE_71_length_59188_cov_35.736864 51373:58915(+)

CDS_0051
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Station158_DCM_ALL _assembly NODE_1384 length 42908 _cov_8.144681 35298:42635(+)
DNA methyltransferase (CDS_0070)
58 63 64 6566 67 72

Station64_DCM_ALL assembly NODE _46_length_56804 _cov_6.121923 46874:56804(+)
} 3000 nt i

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function



