membrane protein (CDS_0063)

membrane protein (CDS_0060) transcriptional regulator WhiB-like (CDS_0066) tail fiber protein (CDS_0070)
RecT-like ssDNA annealing protMZDS_OOSB) replication initiation protein (CDS_0069) CDS_0072 DNA binding protein (CDS_0075)
CDS_0062CDS 0064 CDS_0068 ‘ 'DNA binding protein (CDS_0073) T
CDS_0059 CDS_0071 \ CDS_0074

CDS.0061 | | | CDS.0065 CDS_0067 |
) A L D! VDD 1 L

Gordonia_phage_Archis 38021:46273(+)

CDS_0064 CDS_0066
CDS_0056 CDS_0059 CDS_0062 | CDS_0065

) 0 ) DD T T O ) )

Gordonia_phage_Hitter 36693:44549(+)

RNA-binding protein (CDS_0062) replication initiation protein (CDS_0068)
60 61 63 64 65 66 70 73

o o ot O ) ) ) O

Gordonia_phage Melba 38947:46019(+)

62 63 64 65 66

O ) DD L N ) ) ) D)

Gordonia_phage_JasperJr 39130:47061(+)

CDS_0062
DNA methyltransferase (CDS_0061) CDS_0063 HNH endonuclease (CDS_0065)
D! VDD, ) D ) hID ) 1 L

Gordonia_phage_Barco 38686:46087(+)

CDS_0062
CDS_0059 DNA methyltransferase (CDS_0061) CDS_0063

I N B OO ) D 0

Gordonia_phage_BlingBling 38034:44702(+)

64 65 66 67 68 69 HNHendonuclease (CDS_0070)

62
I W D I I, N, W e I DD ) I

Gordonia_phage_Zarbodnamra 38923:47069(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function



