
MGV-GENOME-0353976 14902:47803(+)

14
15

16 17 18

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31 32

GroEL (VF0594) (CDS_0033)
34

35 36 37
38

39

40 41
42

43
44

45 46 47
48

49 50

MGV-GENOME-0352843 14900:48074(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

homing endonuclease (CDS_0026)

27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

GroEL (VF0594) (CDS_0033)
34

35 36 37
38

39

40 41 42
43

44

MGV-GENOME-0354218 14900:49791(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26
27

28

Gabija__GajB_2 (CDS_0029)

30 31

GroEL (VF0594) (CDS_0032)
33

34 35 36 37 38
39

40

41 42 43
44

45

uvig_296875 14902:50189(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

homing endonuclease (CDS_0026)

27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

GroEL (VF0594) (CDS_0033)
34

35 36 37 38 3940
41

42

43 44 45
46

47

MGV-GENOME-0353964 14902:49242(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31 32

GroEL (VF0594) (CDS_0033)
34

35 36 3738
39

40

41 42 43
44

45

MGV-GENOME-0352619 14229:47898(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

homing endonuclease (CDS_0025)

26
27

28

Gabija__GajB_2 (CDS_0029)

30

ribonucleotide reductase (CDS_0031)

GroEL (VF0594) (CDS_0032)
33

34 35 36 37
38

39

40 41 42
43

44

MGV-GENOME-0351636 14226:47467(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29

ribonucleotide reductase (CDS_0030)

GroEL (VF0594) (CDS_0031)
32

33 34

protease (CDS_0035)

36
37

38

39 40 41
42

43

MGV-GENOME-0351412 14227:46735(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

21

2223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29

ribonucleotide reductase (CDS_0030)
GroEL (VF0594) (CDS_0031)

32
33 34 3536

37
38

39 40 41
42

43

MGV-GENOME-0354012 14900:49406(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31 32

GroEL (VF0594) (CDS_0033)
34

35 36 37
38

39 40
41

42

43 44 45
46

47

uvig_539581 14227:50457(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

21

2223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29

ribonucleotide reductase (CDS_0030)
GroEL (VF0594) (CDS_0031)

32
33 34

35
36

37
38

39
40 41 42

43
44

45 46 47
48

49

MGV-GENOME-0355943 14900:52163(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31 32 33

GroEL (VF0594) (CDS_0034)
35

36 37 38

HP-NAP (VF0052) (CDS_0039)

40
41 42 43

44
45

46 47 48
49

50

MGV-GENOME-0352060 15605:44467(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0020)

21
22

232425

LigA (VF1220) (CDS_0026)

homing endonuclease (CDS_0027)

28
29

30

Gabija__GajB_2 (CDS_0031)

32

ribonucleotide reductase (CDS_0033)

3435
36

37

38 39
40

41

42
43

44

MGV-GENOME-0351942 14906:44428(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

22

2324

LigA (VF1220) (CDS_0025)
homing endonuclease (CDS_0026)

27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

33 34
35

36

37 38
39

40
41

42

OTU_368 14855:44807(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

homing endonuclease (CDS_0026)

27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

33
34

35

36 37 38
39

40

MGV-GENOME-0352752 14842:43543(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

33 34
35

36

37 38 39

MGV-GENOME-0347242 14227:40482(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

homing endonuclease (CDS_0025)

26
27

28

Gabija__GajB_2 (CDS_0029)

30
31

32
33

34 35 36
37

38

MGV-GENOME-0346656 14902:39711(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26
27

28

DNA helicase (CDS_0029)

30
31

32

33 34 35
36

37

MGV-GENOME-0351465 14229:43667(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29

ribonucleotide reductase (CDS_0030)

3132
33

34

35 36 37
38

39

MGV-GENOME-0353715 14229:45555(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

homing endonuclease with GIY-YIG motif (CDS_0025)

26
27

28

Gabija__GajB_2 (CDS_0029)

30 31 32 33 34
35

36

37 38
39

40
41

42

MGV-GENOME-0353833 14900:50356(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31
32

33
34

35

GroEL (VF0594) (CDS_0036)
37

38 39
40
41

42
43

44

45 46 47
48

49 50

MGV-GENOME-0355861 14795:52729(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0020)

21

22
23

2425

LigA (VF1220) (CDS_0026)

27 28
29

30

Gabija__GajB_2 (CDS_0031)

32

ribonucleotide reductase (CDS_0033)

34

GroEL (VF0594) (CDS_0035)

36
37 38 39

40
41

42
43

44
45 46 47

48
49

50 51 52
53

54

uvig_310615 14840:39450(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

22

2324

LigA (VF1220) (CDS_0025)

26 27
28

29 30
31

32

33 34 35
36

37

MGV-GENOME-0342720 14230:35892(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29
30

31

MGV-GENOME-0348681 14227:42718(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25
26

27

Gabija__GajB_2 (CDS_0028)

29

ribonucleotide reductase (CDS_0030)
GroEL (VF0594) (CDS_0031)

32
33 34

protease (CDS_0035)

36

MGV-GENOME-0350014 14931:42079(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

homing endonuclease (CDS_0026)

27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

GroEL (VF0594) (CDS_0033)
34

35 36

MGV-GENOME-0348430 14776:42922(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0020)

21
22

23

2425

LigA (VF1220) (CDS_0026)

27 28
29

30

Gabija__GajB_2 (CDS_0031)

32

ribonucleotide reductase (CDS_0033)
GroEL (VF0594) (CDS_0034)

35
36 37 38

MGV-GENOME-0345580 14903:39088(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26
27

28 29 30
31

32

33 34 35
36

37

uvig_373146 15807:37831(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0021)

22
23

242526

LigA (VF1220) (CDS_0027)

28 29
30

31

32 33 34
35

36

MGV-GENOME-0343797 14899:36416(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

2223
24

25 26 27
28

29

30 31 32
33

34

MGV-GENOME-0352214 14900:47778(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26
27

28

Gabija__GajB_2 (CDS_0029)

30

ribonucleotide reductase (CDS_0031)

chaperonin groEL (CDS_0032)

33
34

35 36 37 3839
40

41

42 43 44
45

46

MGV-GENOME-0347769 14226:42299(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25
26

27

28

29
30

31 32 3334 35
36

37

38 39 40
41

42

MGV-GENOME-0341050 14900:32824(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

2223
24

25 26 27
28

29

MGV-GENOME-0337376 14902:31143(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

2223
24

25
26

27

MGV-GENOME-0339024 14840:31669(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26

MGV-GENOME-0340596 14227:33576(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0018)

19
20

212223

LigA (VF1220) (CDS_0024)

25 26 27

uvig_418013 14188:52138(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

22

2324

LigA (VF1220) (CDS_0025)
homing endonuclease (CDS_0026)

27
28

29

DNA helicase (CDS_0030)

31
32

33
34

35 36 37 38 39
40

41 42 43
44

45
46

47 48 49
50

51

52 53 54
55

56 60

uvig_554975 14902:54305(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)

20
21

222324

LigA (VF1220) (CDS_0025)

26 27
28

29

Gabija__GajB_2 (CDS_0030)

31

ribonucleotide reductase (CDS_0032)

33

GroEL (VF0594) (CDS_0034)
35

36 37

HP-NAP (VF0052) (CDS_0038)

39
40 41

SigE (VF0295) (CDS_0042)

43
44

45

46
47

48 49 50 51 52
53

54
55

56

MGV-GENOME-0330524 14903:26955(+)

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0019)
CDS_0020 head maturation protease (CDS_0025)

MGV-GENOME-0326292 14857:24854(+)

CDS_0019

uvig_98279 10690:31318(+)

12
DNA polymerase (CDS_0013)

17
18

19

20 21 2223 24
25

26

27 28 2930
31

32

MGV-GENOME-0341395 10715:33817(+)

17 18
19

20
21

22 23 2425
26

27

28 29 30
31

32

MGV-GENOME-0334282 10719:28497(+)

13 18 19
20

21

22 23 24
25

26

uvig_329938 14849:32449(+)

19 20 21 22
23

24

25 26 27
28

29

MGV-GENOME-0338286 14849:32427(+)

21 22 23
24

25

26 27 28
29

30

MGV-GENOME-0333785 10041:29381(+)

16
17

1819
20

21 22
23

24 homing endonuclease (CDS_0027)

uvig_59077 1:25555(+)

DarB-like antirestriction (CDS_0001)

2 3
Gabija__GajB_2 (CDS_0004)

5

ribonucleotide reductase (CDS_0006)

GroEL (VF0594) (CDS_0007)

8 9 10

HP-NAP (VF0052) (CDS_0011)

12
13

14
15

16

SigE (VF0295) (CDS_0017)

18

SigE (VF0295) (CDS_0019)

20

21

22
23

24 25 26

MGV-GENOME-0356370 1:25555(+)

terminase large subunit (CDS_0001)

2 3
Gabija__GajB_2 (CDS_0004)

5

ribonucleotide reductase (CDS_0006)

GroEL (VF0594) (CDS_0007)

8 9 10

HP-NAP (VF0052) (CDS_0011)

12
13

14
15

16

SigE (VF0295) (CDS_0017)

18

SigE (VF0295) (CDS_0019)

20

21

22
23

24 25 26

10000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function Defence Virulence


