anti-termination protein Q-like (CDS_0074)
tail protein (CDS_0069) HNH endonuclease (CDS_0073)
head closure (CDS_0068) tail protein (CDS_0072) endolysin (CDS_0077)
tail protein (CDS 6071) holin (CDS_0076)
CDS_0070 e CDS_0075 | Rz-like spanin (CDS_0078)

D

IMGVR UVIG 3300028976 000051/3300028976/Ga0169648 10064|1-62739 52064:60801(+)
CDS_0073

DA O OIE-PDDD

IMGVR_UViG_2563366974_000014|2563366974|2563400073|26569-89458 52064:60952(+)

DNA ligase (CDS_0073)

TCDS_OO75
CDS_0074
SAMEA2580067_al_ct1449 vs1 52064:62198(+)
phosphoadenosine phosphosulfate reductase (CDS_0090)
transcrlptlonal repressor (CDS_0091)
transcriptional actlvator (CDS 0089)
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0080) transcrlptlonal regulator (CDS_0093)
DNA ligase (CDS_0073) excisionase (CD57007‘8T primosomal protein ( CD570088)
747576 77 | 79 | 81 82 83 84 858687 [ ] |92 94

D O

IMGVR_UViG_644736364_000008|644736364|644736332|2797225-2874405 52064:75243(+)

phosphoadenosine phosphosulfate reductase (CDS_0090)
RusA-like HoIIldayJunctlon resolvase (CDS_0092)
transcr|pt|ona| repressor(CDS 0091)
transcriptional activator (CDS 0089)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0080) transcrlptlonal regulator (CDS_0093)
DNA ligase (CDS_0073) excisionase (CDS_0078) primosomal protein ( (¢DS_0088)
747576 77 | 79 | 81 82 83 84 858687 | | | 94

DA O

IMGVR_UViG_2565956723_000006|2565956723|2565986621|1313898-1391077 52064:75564(+)

k 9000 nt i

DNA, RNA and nucleotide metabolism connector integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function



