
JX495041.1 24283:33341(+)

CDS_0027
CDS_0028

CDS_0029
unknown function (CDS_0030)

CDS_0031

CDS_0032
CDS_0033

CDS_0034

CDS_0035
CDS_0036

DNA transposition protein (CDS_0037)

transposase (CDS_0038)CDS_0039
transcriptional regulator (CDS_0040)

CDS_0041

IMGVR_UViG_2700989386_000003|2700989386|2701045800|1441999-1481451 24018:33048(+)

CDS_0030 CDS_0034 CDS_0035

IMGVR_UViG_2609459975_000005|2609459975|2609510975|577801-617253 23653:33048(+)

CDS_0027 CDS_0031
unknown function (CDS_0032)

CDS_0035 CDS_0036

IMGVR_UViG_2923159863_000002|2923159863|2923159863|1411772-1455516 32700:41960(-)

CDS_0052CDS_0053CDS_0057CDS_0058

IMGVR_UViG_2568526153_000003|2568526153|2568550672|43381-81891 23362:34071(+)

CDS_0027 CDS_0033
CDS_0034

CDS_0035
CDS_0036 CDS_0043

CDS_0044

IMGVR_UViG_2568526595_000005|2568526595|2568581637|224918-262828 23142:33471(+)

CDS_0034 CDS_0035

IMGVR_UViG_2877813470_000003|2877813470|2877813470|3271504-3309871 23141:33934(+)

31
unknown function (CDS_0032)

host nuclease inhibitor (CDS_0033)

34 35 36

IMGVR_UViG_2888761234_000002|2888761234|2888761234|649303-688149 25360:32846(+)

CDS_0036
CDS_0039

CDS_0040

IMGVR_UViG_2850985981_000003|2850985981|2850985981|5544467-5583253 25256:32743(+)

CDS_0036 CDS_0037

IMGVR_UViG_2864903489_000005|2864903489|2864903493|44729-85524 26265:35048(+)

CDS_0035 CDS_0036 CDS_0040 transcriptional regulator (CDS_0041)

IMGVR_UViG_2687453547_000004|2687453547|2687454313|3255456-3295119 24398:35202(+)

RNA polymerase beta subunit (CDS_0030)

HNH endonuclease (CDS_0031)
CDS_0034

CDS_0035
CDS_0036

IMGVR_UViG_2571042807_000002|2571042807|2571150160|574791-615272 23750:34220(+)

CDS_0026

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)

CDS_0031
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_2740892054_000003|2740892054|2740907243|10708-49536 24019:34389(+)

CDS_0027 CDS_0033
CDS_0034

CDS_0035
CDS_0036

IMGVR_UViG_2619619278_000014|2619619278|2619687508|9721-47754 22634:33594(+)

CDS_0024 CDS_0032
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_2671181129_000006|2671181129|2671320489|54105-94205 24342:33389(+)

CDS_0034 CDS_0035

IMGVR_UViG_2888767948_000006|2888767948|2888767948|5542974-5581585 22584:31984(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0040

IMGVR_UViG_3300032189_000004|3300032189|Ga0334667_100013|42574-82379 24002:33794(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_2579778620_000004|2579778620|2579792285|2068612-2108731 25712:34302(+)

CDS_0035

SAMN05301490_a1_ct5323_vs2 29113:35905(+)

CDS_0036
Mu Gam-like end protection (CDS_0037)

CDS_0040 CDS_0041

uvig_579040 19156:30232(+)

tail protein (CDS_0022)
virion structural protein (CDS_0023)

CDS_0025 CDS_0029 Mu Gam-like end protection (CDS_0030)

IMGVR_UViG_2718217881_000007|2718217881|2718228135|2618989-2660317 22619:33437(+)

CDS_0025 CDS_0026 CDS_0031 Mu Gam-like end protection (CDS_0032)

IMGVR_UViG_2718217881_000010|2718217881|2718228135|5876676-5914402 21471:30914(+)

CDS_0029 Mu Gam-like end protection (CDS_0030)

IMGVR_UViG_2571042900_000007|2571042900|2571156255|382855-423046 22622:33093(+)

CDS_0025 CDS_0026 CDS_0031 Mu Gam-like end protection (CDS_0032)

IMGVR_UViG_2870319472_000005|2870319472|2870319472|4824293-4877186 38090:45795(+)

CDS_0049 Mu Gam-like end protection (CDS_0050)

IMGVR_UViG_2511231165_000004|2511231165|2511244623|5268679-5307075 23160:31298(+)

CDS_0031
Mu Gam-like end protection (CDS_0032)

CDS_0035 CDS_0036

IMGVR_UViG_2574180134_000002|2574180134|2574212624|414073-460328 22622:37239(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0031

IMGVR_UViG_2897166605_000004|2897166605|2897166605|3207610-3246418 19270:29792(+)

CDS_0028

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation

unknown function


