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phosphoadenosine phosphosulfate reductase (CDS_0059)
DNA methyltransferase (CDS_0060)
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phosphoadenosine phosphosulfate reductase (CDS_0036)
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MGV-GENOME-0217785 21729:29956(+)

DNA methyltransferase (CDS_0058)
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DNA methyltransferase (CDS_0038)
phosphoadenosine phosphosulfate reductase (CDS_0036) 37 39 40
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phosphoadenosine phosphosulfate reductase (CDS_OO34)_T CDS_0036
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57 58 59 60 61 62 65
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phosphoadenosine phosphosulfate reductase (CDS_0037)
30Erf-like ssDNA annealing protein (CDS_0031) 38 394041 42 43 44
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DNA methyltransferase (CDS_0061)
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DNA methyltransferase (CDS_0059)
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DNA methyltransferase (CDS_0045)
phosphoadenosine phosphosulfate reductase (CDS_0044)_T 46 47 48 49 50 51
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MGV-GENOME-0253550 27692:36508(+)

DNA methyltransferase (CDS_0059)
phosphoadenosine phosphosulfate reductase (CDS_OOSS)T 6061 62 63 64 65 3
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DNA methyltransferase (CDS_0058)
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phosphoadenosine phosphosulfate reductase (CDS_0042)
DNA methyltransferase (CDS_0043)
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uvig_332881 30145:36612(+)

DNA methyltransferase (CDS_0058)
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DNA methyltransferase (CDS_0061)
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DNA methyltransferase (CDS_0064)
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DNA methyltransferase (CDS_0062)
61 63 64 65

!ﬁ
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DNA methyltransferase (CDS_0059)
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DNA methyltransferase (CDS_0052)
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RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0042)
CDS_0040
| cDs_0041 CDS 0043
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MGV-GENOME-0242820 28474:34504(+)
CDS_0061

MGV-GENOME-0291119 38105:43898(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0062)

CDS_0064
CDS_0061 CDS_0063

CDS_0035CDS_0036
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DNA methyltransferase (CDS_0067)
DNA methyltransferase (CDS_0068)
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DNA methyltransferase (CDS_0067)
DNA methyltransferase (CDS_0068)
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DNA methyltransferase (CDS_0064)
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DNA methyltransferase (CDS_0058)
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DNA methyltransferase (CDS_0062)
CDS_0064
CDS_0061 CDS_0063
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MGV-GENOME-0294073 38978:45148(+)

DNA methyltransferase (CDS_0061)
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CDS_0060 CDS_0062
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MGV-GENOME-0293521 38853:1739(+)

DNA methyltransferase (CDS_0037)
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CDS_0036 CDS_0038 CDS_0042

MGV-GENOME-0213131 21749:29205(+)
CDS_0055 DNA methyltransferase (CDS_0056)
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RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0040)
CDS_0038 CDS_0039 CDS_0041
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DNA methyltransferase (CDS_0062)
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CDS_0055 CDS_0056

IMGVR_UViG_3300045988_026441|3300045988|Ga0495776_110434 35459:41625(+)
CDS_0062 CDS_0063

IMGVR_UViG_3300045988_024976|3300045988|Ga0495776_098338 39881:45360(+)
CDS_0059 CDS_0060 CDS_0001

IMGVR_UViG_3300045988_038821|3300045988|Ga0495776_020557 38149:1454(+)
CDS_0059

uvig_286768 38026:43636(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0066)
CDS_0068

MGV-GENOME-0297668 40246:46022(+)
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