
uvig_425719 35682:44154(+)

CDS_0051 CDS_0052

RusA-like Holliday junction resolvase (CDS_0053)

CDS_0054 CDS_0055
CDS_0056

CDS_0057

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0058)

CDS_0059
CDS_0060

CDS_0061

CDS_0062
CDS_0063

CDS_0064
CDS_0065

CDS_0066

CDS_0067

MGV-GENOME-0289836 35766:44238(+)

CDS_0051 CDS_0056

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0057)

CDS_0058
CDS_0059

IMGVR_UViG_3300045988_027192|3300045988|Ga0495776_093063 36227:44798(+)

56
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0057)

58 59 60 63

MGV-GENOME-0259919 30250:38429(+)

48

DNA methyltransferase (CDS_0049)

50 51 52 53
radical SAM domain protein (CDS_0056)

58

IMGVR_UViG_3300045988_031723|3300045988|Ga0495776_006666 37780:46386(+)

58
DNA methyltransferase (CDS_0059)

60 61 62 63

MGV-GENOME-0218645 21566:30215(+)

CDS_0028
CDS_0029 CDS_0036

DNA methyltransferase (CDS_0037)

CDS_0038
CDS_0039

CDS_0040

CDS_0041

IMGVR_UViG_3300045988_016057|3300045988|Ga0495776_015664 37312:45603(+)

CDS_0059

DNA methyltransferase (CDS_0060)

CDS_0061
CDS_0062

CDS_0067

uvig_144604 37312:45603(+)

phosphoadenosine phosphosulfate reductase (CDS_0059)
DNA methyltransferase (CDS_0060)

CDS_0061
CDS_0062

MGV-GENOME-0217785 21729:29956(+)

phosphoadenosine phosphosulfate reductase (CDS_0036)
DNA methyltransferase (CDS_0037)

SAMEA2737683_a1_ct31027 36680:45373(+)

phosphoadenosine phosphosulfate reductase (CDS_0056) 57
DNA methyltransferase (CDS_0058)

59 60 61 62 67

MGV-GENOME-0220302 21770:30397(+)

phosphoadenosine phosphosulfate reductase (CDS_0036) 37
DNA methyltransferase (CDS_0038)

39 40

uvig_245014 36786:45121(+)

CDS_0055
CDS_0056

CDS_0057 CDS_0062

MGV-GENOME-0215583 21276:29258(+)

phosphoadenosine phosphosulfate reductase (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_087820|3300045988|Ga0495776_015974 36276:45457(+)

58 59 60 61 62 63 66 67

uvig_235891 37378:46069(+)

57 58 59 60 61 62 65

MGV-GENOME-0244252 27629:35830(+)

41 42 43 44 45 46

MGV-GENOME-0251600 28723:37002(+)

43 44 45 46 47 48 49

MGV-GENOME-0237752 28998:34852(+)

42 43 44 45 46 47 48

uvig_157539 39070:44632(+)

57 58 59
60

61

MGV-GENOME-0296016 39235:1739(+)

1 257 58 59
60

61

MGV-GENOME-0228952 23124:32270(+)

30Erf-like ssDNA annealing protein (CDS_0031)
phosphoadenosine phosphosulfate reductase (CDS_0037)

38 39 40 41 42 43 44

MGV-GENOME-0230505 24841:31908(+)

phosphoadenosine phosphosulfate reductase (CDS_0038)
CDS_0039

CDS_0040

MGV-GENOME-0230514 24306:32972(+)

39

phosphoadenosine phosphosulfate reductase (CDS_0040)
DNA methyltransferase (CDS_0041)

42 43 44 45 46 47

uvig_24438 24612:33301(+)

38 39
DNA methyltransferase (CDS_0040)

41 42 43 44 45 46

IMGVR_UViG_3300045988_044398|3300045988|Ga0495776_098429 38945:46067(+)

60
DNA methyltransferase (CDS_0061)

62 63 64 65

MGV-GENOME-0293641 37632:45051(+)

57
DNA methyltransferase (CDS_0058)

59 60 61 62 63 64

IMGVR_UViG_3300029536_000015|3300029536|Ga0244918_100381 37321:45012(+)
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DNA methyltransferase (CDS_0059)

60 61 62 63 64 65

MGV-GENOME-0253550 27692:36508(+)

phosphoadenosine phosphosulfate reductase (CDS_0044)
DNA methyltransferase (CDS_0045)

46 47 48 49 50 51

uvig_256899 37380:3187(+)

3phosphoadenosine phosphosulfate reductase (CDS_0058)
DNA methyltransferase (CDS_0059)

60 61 62 63 64 65

MGV-GENOME-0296172 37014:45669(+)

57
DNA methyltransferase (CDS_0058)

59 60 61 62 63

IMGVR_UViG_3300045988_045837|3300045988|Ga0495776_097802 37774:45817(+)
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DNA methyltransferase (CDS_0059)

60 61 62 63 64 65
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phosphoadenosine phosphosulfate reductase (CDS_0042)
DNA methyltransferase (CDS_0043)

CDS_0044
CDS_0045

CDS_0046
CDS_0048

CDS_0049

MGV-GENOME-0295818 36635:45139(+)
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DNA methyltransferase (CDS_0058)

59 60 61 63 64

MGV-GENOME-0300955 39168:46865(+)

CDS_0060

DNA methyltransferase (CDS_0061)

CDS_0062
CDS_0063

MGV-GENOME-0298269 38982:46137(+)
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DNA methyltransferase (CDS_0064)

65 66 67

IMGVR_UViG_3300029393_000011|3300029393|Ga0243986_1000617 37015:43718(+)

62
DNA methyltransferase (CDS_0063)

64 65 66

MGV-GENOME-0295080 37513:45376(+)
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DNA methyltransferase (CDS_0062)
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ivig_2007 31843:36552(+)

CDS_0042 CDS_0048 CDS_0049

IMGVR_UViG_3300045988_019550|3300045988|Ga0495776_117445 39639:45811(+)

58
DNA methyltransferase (CDS_0059)

60 61 62

MGV-GENOME-0262839 33403:38897(+)

51
DNA methyltransferase (CDS_0052)

53 54 55

MGV-GENOME-0287868 36591:43155(+)

58
DNA methyltransferase (CDS_0059)

60 61 62

MGV-GENOME-0257843 28282:36970(+)

CDS_0042
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0043)

CDS_0044

MGV-GENOME-0220135 24545:31134(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)
CDS_0040 CDS_0041

uvig_89244 14755:21582(+)

CDS_0028 CDS_0033 metallo-protease (CDS_0034)

MGV-GENOME-0236508 24462:33313(+)

CDS_0038
CDS_0039

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)

CDS_0041

uvig_118286 36954:45123(+)

CDS_0059
CDS_0060

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0061)

CDS_0062 CDS_0064

IMGVR_UViG_3300045988_036549|3300045988|Ga0495776_015939 36639:44516(+)
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RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0056)

57 58 59

MGV-GENOME-0278955 36938:41995(+)

CDS_0063 CDS_0065

IMGVR_UViG_3300045988_028896|3300045988|Ga0495776_137607 39370:44891(+)
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CDS_0065
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CDS_0041
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CDS_0061
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CDS_0055
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CDS_0049
CDS_0050
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MGV-GENOME-0230006 23679:32197(+)

CDS_0038
CDS_0039

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)

CDS_0041

MGV-GENOME-0204210 20498:27601(+)

CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0257723 28936:37614(+)

CDS_0043
CDS_0044

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0045)

CDS_0046

uvig_542873 35576:44412(+)
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PD-Lambda-5__PD-Lambda-5_B (CDS_0061)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0062)

CDS_0063
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PD-Lambda-5__PD-Lambda-5_B (CDS_0057)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0058)
CDS_0059

CDS_0060
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CDS_0036
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CDS_0044
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CDS_0052 CDS_0053
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0054)

CDS_0055

MGV-GENOME-0302152 39269:46288(+)

65 66

DNA methyltransferase (CDS_0067)
DNA methyltransferase (CDS_0068)

69 70

IMGVR_UViG_3300045988_025502|3300045988|Ga0495776_029652 39269:46288(+)

65 66

DNA methyltransferase (CDS_0067)
DNA methyltransferase (CDS_0068)

69

MGV-GENOME-0206545 22869:28704(+)

CDS_0035 CDS_0036

MGV-GENOME-0295127 40059:45387(+)

CDS_0059 CDS_0060

IMGVR_UViG_3300029722_000013|3300029722|Ga0245188_100355 39866:46163(+)

CDS_0063
DNA methyltransferase (CDS_0064)

CDS_0065

IMGVR_UViG_3300045988_028795|3300045988|Ga0495776_173232 35775:42071(+)

CDS_0057
DNA methyltransferase (CDS_0058)

CDS_0059

MGV-GENOME-0294073 38978:45148(+)

CDS_0061

DNA methyltransferase (CDS_0062)

CDS_0063
CDS_0064

MGV-GENOME-0293521 38853:1739(+)

CDS_0060

DNA methyltransferase (CDS_0061)

CDS_0062
CDS_0063

MGV-GENOME-0213131 21749:29205(+)

CDS_0036

DNA methyltransferase (CDS_0037)

CDS_0038
CDS_0039

CDS_0042

uvig_254800 34494:40485(+)

CDS_0055 DNA methyltransferase (CDS_0056)

IMGVR_UViG_3300045988_032641|3300045988|Ga0495776_012715 36081:44327(+)

CDS_0059 CDS_0060
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0061)

CDS_0062 CDS_0067

MGV-GENOME-0290242 36752:43339(+)
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IMGVR_UViG_3300045988_046122|3300045988|Ga0495776_054279 36593:45104(+)

56 57 59 60 61
DNA methyltransferase (CDS_0062)
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IMGVR_UViG_3300045988_026441|3300045988|Ga0495776_110434 35459:41625(+)

CDS_0055 CDS_0056

IMGVR_UViG_3300045988_024976|3300045988|Ga0495776_098338 39881:45360(+)

CDS_0062 CDS_0063

IMGVR_UViG_3300045988_038821|3300045988|Ga0495776_020557 38149:1454(+)

CDS_0001CDS_0059 CDS_0060
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CDS_0059

MGV-GENOME-0297668 40246:46022(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0066)
CDS_0068
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DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail unknown function Defence


