
MGV-GENOME-0214118 19324:30312(+)

21
22 23

endolysin (CDS_0024)

holin (CDS_0025)

26

DNA primase (CDS_0027)

28
29

30 31
32

33 34 35 36 37 38 39 40 41 42

MGV-GENOME-0215763 19338:30606(+)

26

DNA primase (CDS_0027)

28
29

30 31
32

33 34 35 36 37 38 39

MGV-GENOME-0217730 19363:30963(+)

26 27 28
DNA primase (CDS_0029)

30 31 32
33

34 35 36 37 38 39

MGV-GENOME-0235727 19340:31408(+)

26 27
DNA primase (CDS_0028)

29 30 31
32

33 34 35 36 37 38 39

MGV-GENOME-0209294 19337:29432(+)

SspBCDE__SspD (CDS_0026) 27 28
29

30 31 32 33 34 35 36

MGV-GENOME-0199947 19363:27773(+)

26 27 28 29 30 31 32 33

MGV-GENOME-0194539 19337:26820(+)

26 27 28 29 30 31

MGV-GENOME-0216102 19337:25933(+)

26 27 28 29 30

MGV-GENOME-0191680 19337:26335(+)

26 27 28 29 30 31

MGV-GENOME-0185455 19337:25322(+)

CDS_0026
CDS_0027

CDS_0028

CDS_0029

MGV-GENOME-0204032 19049:28497(+)

26 27 28 29 30 31 32 33

MGV-GENOME-0186892 19363:25557(+)

26 27 28 29 30

MGV-GENOME-0188087 19336:25749(+)

26 27 28 29 30

uvig_57473 19265:27713(+)

26 27 28 29 30 31

MGV-GENOME-0199607 19265:25181(+)

CDS_0026 CDS_0027

MGV-GENOME-0185382 19806:25310(+)

CDS_0027
CDS_0028

CDS_0029

MGV-GENOME-0193684 19344:25832(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

MGV-GENOME-0190766 19337:25278(+)

CDS_0026

CDS_0027
CDS_0028

CDS_0029

MGV-GENOME-0185616 19337:25347(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0193517 19338:26651(+)

26 27 28 29 30

MGV-GENOME-0188760 19193:25857(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

MGV-GENOME-0183765 19337:25058(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0216896 19326:27107(+)

26 27 28 29 30

MGV-GENOME-0188460 19337:25806(+)

CDS_0026
CDS_0027

CDS_0028

CDS_0029

uvig_433611 19161:26667(+)

27 28 29 30 31

MGV-GENOME-0180657 19337:24572(+)

CDS_0026

MGV-GENOME-0180509 19337:24553(+)

CDS_0026

MGV-GENOME-0196559 19337:23997(+)

CDS_0026

MGV-GENOME-0178523 19075:24258(+)

CDS_0026 CDS_0027

MGV-GENOME-0190319 19337:26117(+)

CDS_0026 CDS_0027

MGV-GENOME-0201217 19337:27996(+)

CDS_0026
SspBCDE__SspB (CDS_0027)

CDS_0028

MGV-GENOME-0195524 19337:26988(+)

26 27 28 29 30

MGV-GENOME-0268961 19338:31242(+)

26 27
DNA primase (CDS_0028)

tRNA splicing ligase (CDS_0029)

30
31

32 33 34 35 36 37

MGV-GENOME-0218265 19337:31059(+)

26 27
DNA primase (CDS_0028)

tRNA splicing ligase (CDS_0029)

30
31

32 33 34 35 36 37

MGV-GENOME-0205708 19337:28811(+)

26

tRNA splicing ligase RtcB (CDS_0027)

28
29

30 31 32 33 34 35 36

MGV-GENOME-0209752 19364:29513(+)

26

DNA primase (CDS_0027)

28
29

30 31
32

33 34 35 36 37

SAMN06164436_a1_ct10279_vs1 19314:28832(+)

DNA primase (CDS_0026) 27 28 29
30

31 32 33 34 35

MGV-GENOME-0178968 17859:24321(+)

CDS_0019 CDS_0020
endolysin (CDS_0024)

endolysin (CDS_0025)

MGV-GENOME-0173120 19005:23450(+)

holin (CDS_0025)

MGV-GENOME-0173070 17830:23443(+)

endolysin (CDS_0024)

CDS_0025
CDS_0026

CDS_0027

MGV-GENOME-0185242 19005:25286(+)

endolysin (CDS_0024)
endolysin (CDS_0025)

CDS_0027
CDS_0028

CDS_0029

MGV-GENOME-0176539 17542:23958(+)

endolysin (CDS_0024)

CDS_0025
CDS_0026

CDS_0027

MGV-GENOME-0191573 17856:26317(+)

endolysin (CDS_0024) 25 26 27 28 29

uvig_186206 19337:34578(+)

26 nuclease (CDS_0027) 28 29 30 31integrase (CDS_0032) 33 34 35 36 37

MGV-GENOME-0207037 17831:29041(+)

24
DNA primase (CDS_0025)

tRNA splicing ligase (CDS_0026)

27
28

29 30 31 32 33 34 35

MGV-GENOME-0293856 17830:27333(+)

24

transposase (CDS_0025)

26
27

28 29 30 31 32 33 34

MGV-GENOME-0213679 17856:30226(+)

endolysin (CDS_0024)
25 26 27

DNA primase (CDS_0028)
tRNA splicing ligase (CDS_0029)

30
31

32 33 34 35 36 37 38

MGV-GENOME-0219459 19005:31275(+)

22 26 27 28
DNA primase (CDS_0029)

tRNA splicing ligase (CDS_0030)

31
32

33 34 35 36 37 38

MGV-GENOME-4379388 19337:22725(+)

CDS_0026

MGV-GENOME-4378738 19363:22392(+)

CDS_0026

MGV-GENOME-0172142 17629:23498(+)

CDS_0025 integrase (CDS_0026) CDS_0027

uvig_442380_ 19364:35161(+)

26 27
multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0028)

29 30 31 32 33 34

MGV-GENOME-0228942 19446:32919(+)

26 27 30 31 32 33 34 35 36 37 38

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function Defence AMR


