
MGV-GENOME-0215328 23244:28628(+)

CDS_0028
CDS_0029

CDS_0030

CDS_0031
CDS_0032

CDS_0033 CDS_0034

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0035)
CDS_0036

CDS_0037

MGV-GENOME-0174180 18801:23792(+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0028) CDS_0029

MGV-GENOME-0182129 19962:24997(+)

CDS_0024
CDS_0025

CDS_0026 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0029)

MGV-GENOME-0318066 40758:47743(+)

CDS_0049
CDS_0050

CDS_0051

CDS_0052
CDS_0053

CDS_0054 CDS_0056

uvig_191960 32573:41521(+)

metal-dependent hydrolase (CDS_0036)
DnaD-like helicase loader (CDS_0037)

SspBCDE__SspD (CDS_0041)
CDS_0042

CDS_0043 CDS_0045

IMGVR_UViG_3300045988_061772|3300045988|Ga0495776_176718 29887:36872(+)

CDS_0040
CDS_0041 CDS_0045

MGV-GENOME-0291172 27914:34898(+)

CDS_0041

MGV-GENOME-0313742 28177:35162(+)

CDS_0042 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0046)

uvig_110082 27509:33839(+)

CDS_0040
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0043)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0044)

IMGVR_UViG_3300029580_000301|3300029580|Ga0245096_100124|36538-76176 32918:39636(+)

SspBCDE__SspD (CDS_0047) CDS_0050 CDS_0051 CDS_0054 Mom-like DNA modification protein (CDS_0055)

MGV-GENOME-0321320 33295:40010(+)

CDS_0050 CDS_0051

IMGVR_UViG_3300045988_051131|3300045988|Ga0495776_177320 29596:36595(+)

CDS_0044
CDS_0045

CDS_0046

CDS_0047

MGV-GENOME-0294854 29575:36150(+)

CDS_0042
CDS_0043

CDS_0044

uvig_485908 36416:42656(+)

CDS_0052
CDS_0053

MGV-GENOME-0296607 28198:35204(+)

CDS_0040
CDS_0041

CDS_0042

CDS_0043

MGV-GENOME-0313610 28314:35312(+)

CDS_0040
CDS_0041

CDS_0042

CDS_0043

MGV-GENOME-0237933 27835:34884(+)

CDS_0037 CDS_0041 CDS_0042

MGV-GENOME-0215755 23792:30791(+)

CDS_0032 CDS_0033

MGV-GENOME-0232194 21822:28060(+)

CDS_0034

MGV-GENOME-0277867 30217:36787(+)

CDS_0044

MGV-GENOME-0215830 23810:30807(+)

CDS_0032 CDS_0033

uvig_113043 45296:52281(+)

CDS_0059

uvig_189404 33701:39493(+)

CDS_0050

SRS148874_a1_ct12624_vs01 44054:50323(+)

CDS_0057

uvig_27521 42496:49495(+)

CDS_0051 CDS_0054 CDS_0055

MGV-GENOME-0226897 21140:28139(+)

CDS_0030 CDS_0033 CDS_0034

MGV-GENOME-0311452 29328:36326(+)

CDS_0043 CDS_0044

MGV-GENOME-0293175 29586:36588(+)

CDS_0040 CDS_0044 CDS_0045

MGV-GENOME-0310873 29177:36177(+)

CDS_0041
CDS_0042

CDS_0044

MGV-GENOME-0158743 14650:21648(+)

CDS_0023
CDS_0024

CDS_0025

CDS_0026

IMGVR_UViG_3300045988_072914|3300045988|Ga0495776_183892 33435:40433(+)

CDS_0050
CDS_0051

CDS_0052

CDS_0053

MGV-GENOME-0171365 15051:23388(+)

CDS_0016 CDS_0017 CDS_0024 CDS_0025

MGV-GENOME-0170952 15051:23328(+)

CDS_0017 CDS_0024 CDS_0025

MGV-GENOME-0206064 24364:29066(+)

CDS_0031 CDS_0032

MGV-GENOME-0247629 21937:27213(+)

CDS_0027 CDS_0028

MGV-GENOME-0200107 21730:27008(+)

CDS_0027
CDS_0028

CDS_0029

CDS_0030

MGV-GENOME-0167113 16794:22786(+)

CDS_0025

uvig_506255 10709:17223(+)

CDS_0021

MGV-GENOME-0214749 14290:19967(+)

CDS_0026

MGV-GENOME-0192134 15093:21531(+)

CDS_0026

uvig_131192 40629:1353(+)

CDS_0001radical SAM domain protein (CDS_0053)

MGV-GENOME-0301692 33473:39966(+)

CDS_0050

MGV-GENOME-0180300 18906:24709(+)

radical SAM domain protein (CDS_0027)

MGV-GENOME-0210733 23746:29874(+)

radical SAM domain protein (CDS_0033)

MGV-GENOME-0209874 14882:21024(+)

radical SAM domain protein (CDS_0025)

IMGVR_UViG_3300029510_000055|3300029510|Ga0244782_100611 36466:42637(+)

radical SAM domain protein (CDS_0052) beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0054)

uvig_181767 39231:46096(+)

CDS_0053

IMGVR_UViG_3300029590_000370|3300029590|Ga0245099_1000642|21208-59989 31914:38779(+)

CDS_0049
CDS_0050

CDS_0051

MGV-GENOME-0226470 17718:23763(+)

CDS_0030

MGV-GENOME-0293765 29560:35552(+)

CDS_0042 CDS_0043

MGV-GENOME-0228327 21635:27565(+)

CDS_0032

MGV-GENOME-0172637 14916:23567(+)

CDS_0016 CDS_0017 CDS_0023

MGV-GENOME-0171763 14916:23443(+)

CDS_0016 CDS_0017 CDS_0023 CDS_0024

MGV-GENOME-0155135 15258:21168(+)

CDS_0021
CDS_0022

MGV-GENOME-0192661 14767:21134(+)

CDS_0028CDS_0029

MGV-GENOME-0291948 28143:34857(+)

CDS_0040
CDS_0041

CDS_0042

MGV-GENOME-0347388 28346:35060(+)

CDS_0040 CDS_0041

MGV-GENOME-4401470 15200:20782(+)

CDS_0026CDS_0027

MGV-GENOME-0233465 28067:33996(+)

CDS_0040
CDS_0041

CDS_0042

MGV-GENOME-0171781 17861:23445(+)

CDS_0026

MGV-GENOME-0302778 29578:35509(+)

CDS_0040 CDS_0041

TemPhD_cluster_33890 24269:1353(+)

CDS_0033 CDS_0034

MGV-GENOME-0182183 17164:23530(+)

CDS_0029CDS_0030

MGV-GENOME-0278517 29503:36611(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

MGV-GENOME-0324773 32000:38715(+)

CDS_0045 CDS_0046

IMGVR_UViG_3300045988_102811|3300045988|Ga0495776_007471 31695:39741(+)

CDS_0045 CDS_0049CDS_0050

IMGVR_UViG_3300045988_087111|3300045988|Ga0495776_007093 33425:1353(+)

CDS_0047
CDS_0048

CDS_0049

IMGVR_UViG_3300045988_055723|3300045988|Ga0495776_177511 30713:36704(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

MGV-GENOME-0223570 26160:32153(+)

CDS_0037
CDS_0038 CDS_0039

MGV-GENOME-0191444 21431:26484(+)

CDS_0028
CDS_0029 CDS_0030

MGV-GENOME-0316532 31142:37855(+)

CDS_0045
CDS_0046

CDS_0047 CDS_0051

MGV-GENOME-0203421 22651:28579(+)

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0282370 29642:36753(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

MGV-GENOME-0243365 28963:35699(+)

CDS_0042
CDS_0043

CDS_0044

IMGVR_UViG_3300045988_069476|3300045988|Ga0495776_113690 33673:40782(+)

CDS_0048
CDS_0049 CDS_0050

MGV-GENOME-0222496 21701:26757(+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0032) CDS_0033

MGV-GENOME-0179077 19534:24526(+)

CDS_0024
CDS_0025

CDS_0026

MGV-GENOME-0239632 27554:35169(+)

CDS_0033 CDS_0039
CDS_0041

CDS_0042

MGV-GENOME-0310258 24981:32596(+)

CDS_0036

MGV-GENOME-0240820 27726:35340(+)

CDS_0040

uvig_434946_ 34620:41125(+)

CDS_0047
CDS_0049

CDS_0050

uvig_434168 37638:44178(+)

CDS_0050

IMGVR_UViG_3300045988_057810|3300045988|Ga0495776_169417 30182:37045(+)

CDS_0043

MGV-GENOME-0308181 27475:33883(+)

CDS_0038 CDS_0039

MGV-GENOME-0167373 15935:22822(+)

CDS_0025 CDS_0026

uvig_142049 33092:39585(+)

CDS_0047 radical SAM domain protein (CDS_0049)

IMGVR_UViG_3300008561_000200|3300008561|Ga0111060_100260|4125-43436 31258:39309(+)

DnaD-like helicase loader (CDS_0040) CDS_0046 CDS_0048

IMGVR_UViG_3300045988_074551|3300045988|Ga0495776_176466 28601:36652(+)

CDS_0043

MGV-GENOME-0326734 26513:34566(+)

CDS_0039
CDS_0040

MGV-GENOME-0329357 27602:35055(+)

CDS_0039

MGV-GENOME-0233358 19865:26927(+)

CDS_0029

MGV-GENOME-0329984 26204:33626(+)

CDS_0037

MGV-GENOME-0151393 12128:19184(+)

SspBCDE__SspD (CDS_0017)

IMGVR_UViG_3300045988_095461|3300045988|Ga0495776_029352 32048:39109(+)

CDS_0046

MGV-GENOME-0213212 20786:28834(+)

CDS_0023 DnaD-like helicase loader (CDS_0025) CDS_0030

MGV-GENOME-0183767 18258:24594(+)

CDS_0027

MGV-GENOME-0283970 27656:34643(+)

CDS_0038 CDS_0039

uvig_134048 31096:38487(+)

CDS_0044 CDS_0047

IMGVR_UViG_3300029748_000452|3300029748|Ga0245205_1000076|49645-88712 31043:39065(+)

CDS_0045 CDS_0047 CDS_0050

MGV-GENOME-0271603 32042:39971(+)

SspBCDE__SspD (CDS_0046)
CDS_0047

IMGVR_UViG_3300045988_078566|3300045988|Ga0495776_043872 30422:38972(+)

SspBCDE__SspD (CDS_0044)
CDS_0045

MGV-GENOME-0321641 28054:36605(+)

CDS_0041
CDS_0042

CDS_0043 CDS_0046

uvig_196348 43199:52311(+)

SspBCDE__SspD (CDS_0054)

MGV-GENOME-0315937 27068:36180(+)

SspBCDE__SspD (CDS_0039)
CDS_0040

MGV-GENOME-0293804 26621:34266(+)

SspBCDE__SspD (CDS_0038)
CDS_0039

CDS_0040

MGV-GENOME-0344641 26049:33696(+)

CDS_0036 CDS_0037

IMGVR_UViG_3300045988_067262|3300045988|Ga0495776_125707 30486:38122(+)

SspBCDE__SspD (CDS_0045) CDS_0046

IMGVR_UViG_3300045988_066270|3300045988|Ga0495776_125699 31701:38119(+)

CDS_0045

MGV-GENOME-0295137 33881:45416(+)

50 51 52 53 54 55 56 57 58 59 60

MGV-GENOME-0195700 23594:27201(+)

CDS_0034

MGV-GENOME-0166465 14916:22703(+)

Avd protein of DGR (CDS_0017)
CDS_0018 CDS_0023

4000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence


