endolysin (CDS_0024)FS_Sma_ Sma (CDS_0029)

CDS_0027 Retron_VI_HTH (CDS_0033)
CDsS_0021 CDS_6026 CDS_0031
CDS.0019 €DS_ 0022 CDS_0025 CDS_0032

"CDS_0020 ~ [CDS_0023 | || CDS.0028  CDS_0030] | CDS 0034
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IMGVR UViG 3300008074 000070|3300008074/Ga0114852 100007|3-38544 17535:26275(+)
CDS_ 0024

MGV-GENOME-0267735 17565:25413(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026)
endolysin (CDS_0024) 25 | | 28  ABC transporter (CDS_0029)

uvig 577226 17572:30941(+)

Retron VI_HTH (CDS_0026)
endolysin (CDS_0024)
Cbs_0025| C€DSs 0027

— - -
IMGVR_UViG_3300045988_123391|3300045988|Ga0495776_027064 17535:26543(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026)
endolysin (CDS_0024) 25 | | 28 34
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IMGVR_UViG_3300007663_000058|3300007663|Ga0105541_1000056|1-42634 17557:29191(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026)
endolysin (CDS_0024) ABC transporter (CDS_0029)
tail protein (CDS_0018) 23 [ 25 | 28 30 31 32

uvig_316826 14298:38357(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026) ABC transporter (CDS_0029)
endolysin (CDS_0024) 25 | | 28 30 31

uvig 578418 17535:34735(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026) AbiD__AbiD (CDS_0030)
endolysin (CDS_0024) 25 | 28 31
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— - — -
IMGVR_UViG_7000000288_000099|7000000288|SRS024087_LANL scaffold_47576 17523:28860(+)

Retron_VI_HTH (CDS_0026)
endolysin (CDS_0024)
655_70025 multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)

uvig 577119 17545:28278(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026) ABC transporter (CDS_0029)
endolysin (CDS_0024) 25 | | 28 30 31 32

uvig_219054 17542:36769(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0028)
Retron_VI__HTH (CDS_0027) ABC transporter (CDS_0031)
endolysin (CDS_0025) 26 | | 29 30 32 33
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multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0027)
Retron_VI_HTH (CDS_0026) ABC transporter (CDS_0029)
endolysin (CDS_0024) 25 | | 28 30 31

——
uvig 461541 17568:33959(+)

Retron_VI__HTH (CDS_0026)
Fur (VF0113) (CDS_0029)
endolysin (CDS_0024) 25 27 28 30 31 32
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SRS024087_al_ct37606_vsO1 17523:31745(+)

AbiD__AbiD (CDS_0027)
CDS_0033
endolysin (CDS_0024) CDS_0025 CDS_0028 T CDS_0034
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OTU_2422 17809:26773(+)

AbiD__AbiD (CDS_0027)
endolysin (CDS_0024) CDS_0028

IMGVR_UVIG_3300006253 000227|3300006253]Ga0099372_1000083|2326-41300 17797:26495(+)

AbiD_AbiD (CDS_0025)
CDS_0026

i#

IMGVR_UViG_3300045988_136741|3300045988| Ga0495776j._733-61 [1207-40865 17809:26701(+)

AbiD_AbiD (CDS_0028)
CDS_0027 CDS_0029
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CDsS_0027

|MGVR?UVinSSOOOS‘?C’:é_OfOOOO’&1|3300039360\Ga0169274700004\ 1042-39247 17806:26251(+)
CDS_0025

IMGVR_UViG_3300045988_0875 18|330004598?\6:0495776_167907 17835:24984(+)

Retron_VI_HTH (CDS_0026)
CDS_0028 Retron_IX_HEPN domain (CDS_0033)

%

— - - .
IMGVR_UViG_3300045988_137800|3300045988|Ga0495776_043536 17824:26637(+)

abortive infection resistance protein (CDS_0024)
CDS_0025

!%

|MGVR?UVinSSOOO45988,09255473330045988 |Ga0495776_153684 17538:23027(+)
CDS_0024

IMGVR_UViG_3300045988_103635|3300045988 |Ga0495776_145706 17535:22402(+)

FS_Sma__Sma (CDS_0025)
CDS_0024 CDS_0026

— -
IMGVR_UViG_3300045988_087519|3300045988|Ga0495776_153298 17535:24624(+)

antitoxin mazE;ﬁ ke (CDS_0027)
antitoxin mazE-like (CDS_0028)

CDS_0025 | T cDs.0029
4 = =
OTU_2379 17854:26667(+)

CDS_0023

IMGVR_UViG_7000000443_000061|7000000443|SRS058808_LAN Lﬁscaffold]_ﬁrSZS 14360:24974(+)
minor tail protein (CDS_0017) CDS_0022

— — -
IMGVR_UViG_7000000119_000008|7000000119|SRS023964 Baylor_scaffold_13277 13774:24771(+)
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