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ParB-like partition protein (CDS_0060)
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beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0050)
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ParB-like partition nuclease (CDS_0060)
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CDS_0050 ParB-like partition nuclease (CDS_0055)
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DNA methyltransferase (CDS_0048) CDS_0054

£ O - T ) 0

uvig 370039 34598:40333(+)

ParB-like partition nuclease (CDS_0053)
ParB-like partition nuclease (CDS_0052) CDS_0054
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ParB-like partition nuclease (CDS_0052)
ParB-like partition nuclease (CDS_0053)
DNA methyltransferase (CDS_0048) \ CDS_0054

O T {0 D B Ho
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beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0057)
CDS_0055 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0058)
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protease (CDS_0046)

methyltransferase (CDS_0045)  CDS_0047 CDS_0051
IMGVR _UViG_7000000443_000061|7000000443|SRS058808_LANL scaffold_74845 32645:38413(+)
terminase large subunit (CDS_0001) head morphogenesis (CDS_0003)
nucleotide kinase (CDS_0047) beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0054) portal protein (CDS_0002) \ CDS_0004
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DNA, RNA and nucleotide metabolism head and packaging other unknown function



