
TemPhD_cluster_36031_ 6180:25310(+)

head-tail adaptor Ad3 (CDS_0007)

head closure Hc3 (CDS_0008)

tail needle protein (CDS_0009)
head morphogenesis (CDS_0010)

DNA ejection (CDS_0011)

released from the phage upon host infection (CDS_0012)

13 14 15 16
17

18

partition protein ATPase (CDS_0019)

20 tail spike protein (CDS_0021)

GtrC-like O-antigen conversion translocase (CDS_0022)

LPS (VF0124) (CDS_0023)
integrase (CDS_0024)

dehydrogenase (CDS_0025)

26

DNA methyltransferase (CDS_0027)

28

TemPhD_cluster_25636 6533:25399(+)

released from the phage upon host infection (CDS_0012)
DNA transfer protein (CDS_0013)

anti-RM (APIS042) (CDS_0014)

15 16 17
anti-repressor Ant (CDS_0018)

tail spike protein (CDS_0019)

GtrC-like O-antigen conversion translocase (CDS_0020)

LPS (VF0124) (CDS_0021)

TemPhD_cluster_49712 8062:24312(+)

12

DNA transfer protein (CDS_0013)
anti-RM (APIS042) (CDS_0014)

15
1617

18
19

anti-repressor Ant (CDS_0020)

tail spike protein (CDS_0021)
GtrC-like O-antigen conversion translocase (CDS_0022)

LPS (VF0124) (CDS_0023)

TemPhD_cluster_41987 8062:24174(+)

anti-RM (APIS042) (CDS_0014)

15
16

partition protein ATPase (CDS_0017)

18
19

anti-repressor Ant (CDS_0020)

tail spike protein (CDS_0021)
O-antigen acetylase (CDS_0022)

TemPhD_cluster_41893 6533:24444(+)

released from the phage upon host infection (CDS_0012)

DNA transfer protein (CDS_0013)

14
15

16

partition protein ATPase (CDS_0017)

18

anti-repressor Ant (CDS_0019)

tail spike protein (CDS_0020)
O-antigen acetylase (CDS_0021)

TemPhD_cluster_27440 8763:22261(+)

CDS_0014
CDS_0015

partition protein ATPase (CDS_0016)
tail spike protein (CDS_0017)

O-antigen acetylase (CDS_0018)

TemPhD_cluster_50584 8415:21534(+)

tail spike protein (CDS_0014) O-antigen acetylase (CDS_0015)

TemPhD_cluster_21150 8700:23860(+)

15 16
Arc-like DNA binding domain (CDS_0017)

18 19 20 21
O-antigen acetylase (CDS_0022)

TemPhD_cluster_14369 8763:23706(+)

15 16
Arc-like DNA binding domain (CDS_0017)

18 19 20 O-antigen acetylase (CDS_0021)

TemPhD_cluster_27656 8763:23705(+)

15 16

partition protein ATPase (CDS_0017)
Arc-like repressor (CDS_0018)

19tail spike protein (CDS_0020)

O-antigen acetylase (CDS_0021)
O-antigen acetylase (CDS_0022)

TemPhD_cluster_22590 9116:24333(+)

15 16
anti-repressor Ant (CDS_0017)

transcriptional regulator (CDS_0018)

tail spike protein (CDS_0019)

O-antigen acetylase (CDS_0020)

O-antigen acetylase (CDS_0021)

TemPhD_cluster_27590 9116:24328(+)

15 16
anti-repressor Ant (CDS_0017)

transcriptional regulator (CDS_0018)

tail spike protein (CDS_0019)

O-antigen acetylase (CDS_0020)

O-antigen acetylase (CDS_0021)

TemPhD_cluster_20435 9116:24332(+)

14 15
anti-repressor Ant (CDS_0016)

transcriptional regulator (CDS_0017)

18 19 O-antigen acetylase (CDS_0020)

TemPhD_cluster_29760 9116:24332(+)

15 16
anti-repressor Ant (CDS_0017)

transcriptional regulator (CDS_0018)

tail spike protein (CDS_0019)
O-antigen acetylase (CDS_0020)

TemPhD_cluster_29717 9116:24331(+)

15 16
anti-repressor Ant (CDS_0017)

18

transcriptional regulator (CDS_0019)

tail spike protein (CDS_0020)
O-antigen acetylase (CDS_0021)

TemPhD_cluster_25976 9116:23275(+)

15

partition protein ATPase (CDS_0016)
tail spike protein (CDS_0017)

GtrC-like O-antigen conversion translocase (CDS_0018)

LPS (VF0124) (CDS_0019)
integrase (CDS_0020)

excisionase (CDS_0021)

26

TemPhD_cluster_50400 9116:23275(+)

14

partition protein ATPase (CDS_0015)
tail spike protein (CDS_0016)

GtrC-like O-antigen conversion translocase (CDS_0017)

LPS (VF0124) (CDS_0018) 19

TemPhD_cluster_23565_ 8700:24304(+)

15 16

partition protein ATPase (CDS_0017)
Arc-like repressor (CDS_0018)

19 tail spike protein (CDS_0020)

GtrC-like O-antigen conversion translocase (CDS_0021)

LPS (VF0124) (CDS_0022)
integrase (CDS_0023)

excisionase (CDS_0024)

TemPhD_cluster_32581 9116:24990(+)

14 15
anti-repressor Ant (CDS_0016)

transcriptional regulator (CDS_0017)

tail spike protein (CDS_0018)

GtrC-like O-antigen conversion translocase (CDS_0019)

LPS (VF0124) (CDS_0020)integrase (CDS_0021)

TemPhD_cluster_15678 8700:23894(+)

15 16
Arc-like DNA binding domain (CDS_0017)

18 19 tail spike protein (CDS_0020)

GtrC-like O-antigen conversion translocase (CDS_0021)

LPS (VF0124) (CDS_0022)

TemPhD_cluster_43020 8415:22922(+)

released from the phage upon host infection (CDS_0012)
15 16

partition protein ATPase (CDS_0017)
tail spike protein (CDS_0018)

GtrC-like O-antigen conversion translocase (CDS_0019)

LPS (VF0124) (CDS_0020)

TemPhD_cluster_22731 8415:22428(+)

14

partition protein ATPase (CDS_0015)
tail spike protein (CDS_0016)

GtrC-like O-antigen conversion translocase (CDS_0017)

LPS (VF0124) (CDS_0018)

7000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail

transcription regulation unknown function Virulence Anti-defence


