
IMGVR_UViG_3300045988_145171|3300045988|Ga0495776_150520 20688:28997(+)

17 18 19 20 21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27 28 29 30

IMGVR_UViG_3300045988_133072|3300045988|Ga0495776_163364 15668:28295(+)

12 13 1415 20
21

hemolysin (CDS_0022)
endolysin (CDS_0023)

holin (CDS_0024)

uvig_364062 20302:32379(+)

21
22

hemolysin (CDS_0023)

24
holin (CDS_0025)

26

phosphofructokinase (CDS_0027)

28 29

uvig_136829 20689:30850(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27

IMGVR_UViG_3300029361_000333|3300029361|Ga0243815_1000265|27492-84557 20487:29572(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26

Ma_2019_SRR341719_NODE_147_length_63788_cov_14.651389 20750:35208(+)

22
23

hemolysin (CDS_0024)
endolysin (CDS_0025)

holin (CDS_0026)
27 28 29 30 31 phosphoribosylaminoimidazole synthetase (CDS_0032)

uvig_334112 20862:34062(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27 28 29 30

uvig_127741 15668:37932(+)

20
21

hemolysin (CDS_0022)
endolysin (CDS_0023)

holin (CDS_0024)
25 26 27 28 29

phosphoribosylaminoimidazole synthetase (CDS_0030)
cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0031)

phosphofructokinase (CDS_0032)
33 34 35

uvig_312388 20301:36597(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27 28 29 30

FbpABC (VF0272) (CDS_0031)
32 33 34

IMGVR_UViG_3300045988_130668|3300045988|Ga0495776_169415 21070:29275(+)

20 22
23

hemolysin (CDS_0024)
endolysin (CDS_0025)

holin (CDS_0026)
27 32

uvig_220400 20482:42206(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27 28 29 30

phosphoribosylaminoimidazole synthetase (CDS_0031)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0032)

33 34 35

Purine biosynthesis (VF0559) (CDS_0036)

37
dCMP deaminase (CDS_0038)

39 40 41

uvig_389941 19998:41817(+)

21
22

hemolysin (CDS_0023)
endolysin (CDS_0024)

holin (CDS_0025)
26 27 28 29

phosphoribosylaminoimidazole synthetase (CDS_0030)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0031)

32 33 34 35

Purine biosynthesis (VF0559) (CDS_0036)

37
dCMP deaminase (CDS_0038)

39

MGV-GENOME-0302068 16231:29006(+)

13 14 15 20
21

22

endolysin (CDS_0023)

holin (CDS_0024)

IMGVR_UViG_3300045988_123904|3300045988|Ga0495776_157608 15659:27788(+)

distal tail protein Dit (CDS_0012) CDS_0017 CDS_0020 CDS_0022
CDS_0023

hemolysin (CDS_0024)
endolysin (CDS_0025)

holin (CDS_0026)

uvig_131473 20484:38554(+)

21 22 23 24 25 26 27
phosphofructokinase (CDS_0028)

29 30

8000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail unknown function Virulence


