
uvig_194463 62746:73478(+)

nucleotide kinase (CDS_0060)

DNA polymerase (CDS_0061)
CDS_0062

dUTPase (CDS_0063)

CDS_0064
CDS_0065

thioredoxin domain (CDS_0066)
HNH endonuclease (CDS_0067)

anaerobic ribonucleoside reductase large subunit (CDS_0068)

CDS_0069
CDS_0070

CDS_0071
CDS_0072

CDS_0073

MGV-GENOME-0365668 54937:66202(+)

CDS_0047 CDS_0050 CDS_0053
HNH endonuclease (CDS_0054)

CDS_0055

MGV-GENOME-0366582 56286:65638(+)

CDS_0051 CDS_0052 CDS_0054 CDS_0059

uvig_251380 56008:65154(+)

HNH endonuclease (CDS_0056)

uvig_248504 53724:64751(+)

CDS_0048 thioredoxin domain (CDS_0054)
anaerobic ribonucleoside reductase large subunit (CDS_0055)

IMGVR_UViG_3300045988_065201|3300045988|Ga0495776_116453 54893:65694(+)

thioredoxin domain (CDS_0051) CDS_0052 HNH endonuclease (CDS_0054)

uvig_290100 52947:65464(+)

thioredoxin domain (CDS_0052)
anaerobic ribonucleoside reductase large subunit (CDS_0053)

HNH endonuclease (CDS_0054)

anaerobic ribonucleoside reductase large subunit (CDS_0055)

MGV-GENOME-0360528 52838:64758(+)

CDS_0053 CDS_0054
HNH endonuclease (CDS_0055)

CDS_0056

IMGVR_UViG_3300045988_103541|3300045988|Ga0495776_114877 54052:65293(+)

thioredoxin domain (CDS_0051)
anaerobic ribonucleoside reductase large subunit (CDS_0052)

CDS_0053 CDS_0054

SAMN09781771_a1_ct188534_vs1 56340:70835(+)

thioredoxin domain (CDS_0055)
HNH endonuclease (CDS_0056)

anaerobic ribonucleoside reductase large subunit (CDS_0057)
anaerobic ribonucleoside reductase large subunit (CDS_0058)

HNH endonuclease (CDS_0059) 62 65

uvig_595710 56386:69328(+)

thioredoxin domain (CDS_0055)
HNH endonuclease (CDS_0056)

anaerobic ribonucleoside reductase large subunit (CDS_0057)

58 HNH endonuclease (CDS_0059)

MGV-GENOME-0364614 62983:73548(+)

CDS_0068
CDS_0069

HNH endonuclease (CDS_0070)

CDS_0071

IMGVR_UViG_3300029211_000004|3300029211|Ga0168693_100097 65263:74678(+)

anaerobic ribonucleotide reductase small subunit (CDS_0069)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0070)

HNH endonuclease (CDS_0072)

IMGVR_UViG_3300045988_055643|3300045988|Ga0495776_152334 61705:74304(+)

62
nucleotide kinase (CDS_0063)

64 thioredoxin domain (CDS_0070)

anaerobic ribonucleoside reductase large subunit (CDS_0071)

72
endonuclease (CDS_0073)

74

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function


