RT_III-AM_I1I-B_2 (CDS_0026)
endolysin (CDS_0030)  CDS_0033
CDS_0028 CDbs_0035 CDS_0038
CDS_0027 DS_0031 CD5_0034 CDS_0037
| JCDs.0029 | DS 0032| | €DS_0036 | CDS_0039

—
MGV-GENOME-0313313 25273:33174(+)
SigE (VF0295) (CDS_0032)

CDS_0034
CDS_0028 CDS 0033 CDS_0037
PEEEO—CHEEEHED
uvig 203126 26279:33320(+)
30
31
29 [[32 33 34 35

IMGVR_UViG_3300045988_059816|3300045988|Ga0495776_114413 26261:34669(+)

CDS_0029
| cDS_0030CDS 0031

'
uvig_117391 26261:33508(+)

CDS_0029
| cDS_0030CDS 0031

I —
IMGVR_UViG_3300045988_074024|3300045988|Ga0495776_058033 25405:32766(+)

CDS_0028
cbs_0029
| [cDs_0030CDS_0031

IMGVR_UViG_3300045988_072252|3300045988|Ga0495776_078293 26038:33663(+)

CDsS_0028
| cDs_0029CDS_0030

IMGVR_UViG_3300045988_095488|3300045988|Ga0495776_158822 26038:33286(+)
CDS_0028 CDS_0029 CDS_0030CDS_0031

IMGVR_UViG_3300045988_072306|3300045988|Ga0495776_057809 26038:35417(+)
30 31 32 33 34

—
MGV-GENOME-0319628 26393:36050(+)

CDS_0031
CDS_0026  CDS_0030 CDS_0032CDS_0033

WVig. 285363 26165:34888(+)
28 29 30 31 32 33 34

—
MGV-GENOME-0326673 26038:39500(+)

CDS 0029  CDS_0031
‘| cDs.0030 | CDS 0032

=
N
~
[oN
o)
N
[oN
)
o
=
w
N
o
N
N

(+)

CDS_0029 CDS 0031
|cDs_0030 | cDs_0032

IMGVR_UViG_3300045988_081437|3300045988|Ga0495776_095318 26261:34115(+)
29 30 31 3233 36

IMGVR_UViG_3300007742_000396|3300007742|Ga0105758_1000028|82696-135446 26298:35186(+)
32 33 34 35 36 37 38 3940

—
uvig 217398 26299:40034(+)

33
31 32 [34 35 36 3738 42

IMGVR_UViG_3300029723_000142|3300029723|Ga0245231_100184[36040-90098 25763:37076(+)

CDS_0031 CDS_0033
| cDs_0032 CDS_0034

—
uvig 177765 25763:33677(+)

Sigma L (VF0855) (CDS_0034)
32 33 | 35 36 41

Wvig 428261 26449:38070(+)
CDS_0032

I

IMGVR_UViG_3300045988_046018|3300045988|Ga0495776_173516 26253:31661(+)

CDS_0032
| CDSs_0033CDS 0034

<

)
0
e}
)
o
)
o
N
©w
X
AR
o
©

(+)

Sigma L (VF0855) (CDS_0040)
33 34 35 36 37 38 39 | 41 42 43 44 45

Ma_2019_SRR413570_NODE_216_length_68940_cov_14.931741 26396:51559(+)

CDS_0029
cbs_ 0030
CDS_0028 | | CDS 0033 CDS_0039

%

IMGVR_UViG_3300005083_000614|3300005083|Ga0068305_10005326|15408-66439 25797:32624(+)
CDS_0034

%

—
MGV-GENOME-0318391 27102:34104(+)
CDS_0033

%

IMGVR_UViG_7000000317_000039|7000000317|SRS014459 WUGC _scaffold_35466 26760:33129(+)
CDS_0031

IMGVR_UViG_7000000661_000256|7000000661|SRS052027_LANL _scaffold_10277[10852-59250 27102:31330(+)

peptidase (CDS_0042)
33 34 35 36 37 383940 41 43 44 45

IMGVR_UViG_3300029710_000304|3300029710]Ga0245233_100089(248-59260 26156:41239(+)

41
28 29 30 31 32 3334 35 36 37 38 39 40| 42 43 44

uvig 517224 26038:44384(+)

38
28 29 30 81 32 3334 35 36 37| 39 40 41

IMGVR_UViG_3300045988_119839|3300045988|Ga0495776_176940 26038:42514(+)

Copper exporter (VF0849) (CDS_0037)
32 33 34 35 36 38

—
uvig_332606 26123:40980(+)

10000 nt 1

DNA, RNA and nucleotide metabolism lysis other unknown function Defence Virulence
— I I



