
IMGVR_UViG_3300045988_071609|3300045988|Ga0495776_165824 19849:34054(+)

tail protein (CDS_0026)

2728
tail protein (CDS_0029)

30

RT_III-AM_III-B_2 (CDS_0031)

32 33 34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38
39

40
41

42

MGV-GENOME-0288219 19799:29989(+)

CDS_0028 CDS_0033 CDS_0034

IMGVR_UViG_3300045988_099077|3300045988|Ga0495776_117301 19298:33605(+)

25 29 30 32 33 34

endolysin (CDS_0035)

36 37
38

39

IMGVR_UViG_2936862385_000007|2936862385|2936862640|328046-388327 21526:46292(+)

33 34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38
39

4041

Retron_VI__HTH (CDS_0042)

43 44
phosphoesterase (CDS_0045)

46 47 48 49
50

51 52

IMGVR_UViG_3300029358_000335|3300029358|Ga0243818_1000384|5671-62891 21487:43336(+)

32 36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

4243

Retron_VI__HTH (CDS_0044)

45 46

phosphoesterase (CDS_0047)

48 49
50

51 52

IMGVR_UViG_3300008750_000170|3300008750|Ga0114087_100008|83-56855 21524:42782(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39 40
41

42 43
44

45 46
47

48 49

uvig_193989 21224:37809(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37

integrase (CDS_0038)
39

40 41

IMGVR_UViG_2540341191_000002|2540341191|2540348426|113579-163402 20693:36305(+)

32
endolysin (CDS_0033)

34

endonuclease (CDS_0035)

36
37

38 39

IMGVR_UViG_3300029108_000056|3300029108|Ga0169642_100327 21269:37994(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38
39

40 41

TemPhD_cluster_58223 20693:38983(+)

32 33 34
endonuclease (CDS_0035)

36 37

DNA binding protein (CDS_0038)

39
40

41 42

IMGVR_UViG_3300014958_000243|3300014958|Ga0134421_1000077|18088-69611 21290:37432(+)

28 32
endolysin (CDS_0033)

34

endonuclease (CDS_0035)

36 37
38

39 40

MGV-GENOME-0312088 21149:36598(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38

39
40

41 42

MGV-GENOME-0313036 21269:36969(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37

38
39

40 41

uvig_362177 20511:38014(+)

32 33 34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39
40

41 42

IMGVR_UViG_3300045988_117623|3300045988|Ga0495776_178381 21269:36054(+)

33 34 35
endonuclease (CDS_0036)

37 38

IMGVR_UViG_3300045988_106740|3300045988|Ga0495776_158446 21269:34954(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37

MGV-GENOME-0310501 21184:36002(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38
39

IMGVR_UViG_3300045988_111960|3300045988|Ga0495776_165708 21270:35424(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38

MGV-GENOME-0319601 21269:34975(+)

33 34 35
endonuclease (CDS_0036)

37

MGV-GENOME-0310729 21267:33973(+)

33

endolysin (CDS_0034)

35
36

37

IMGVR_UViG_3300045988_131890|3300045988|Ga0495776_183863|393-53525 21267:39044(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38
39

40 41

MGV-GENOME-0313866 21263:36156(+)

34

endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38
39

40

IMGVR_UViG_3300045988_135275|3300045988|Ga0495776_188332 21269:39775(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37
38

39 40 41 42 43

IMGVR_UViG_3300045988_116286|3300045988|Ga0495776_171407 21269:35818(+)

RT_III-AM_III-B_2 (CDS_0030)

31 34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39

MGV-GENOME-0315363 21269:35862(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39

IMGVR_UViG_3300045988_103520|3300045988|Ga0495776_156504 21269:32623(+)

CDS_0033 endolysin (CDS_0034)

MGV-GENOME-0297910 21281:31992(+)

CDS_0033

MGV-GENOME-4422382 21281:31779(+)

CDS_0033

IMGVR_UViG_3300045988_116080|3300045988|Ga0495776_147986 21269:32721(+)

CDS_0033 CDS_0034

MGV-GENOME-0320170 20958:33592(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

MGV-GENOME-0351041 21290:33196(+)

CDS_0032
endolysin (CDS_0033)

CDS_0034

uvig_397856 21486:36978(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42

MGV-GENOME-0313813 21486:36013(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41

IMGVR_UViG_3300045988_113047|3300045988|Ga0495776_165941 20728:36013(+)

29 36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41

IMGVR_UViG_3300029872_000324|3300029872|Ga0245317_100139|66246-117900 21486:38239(+)

36

endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41 42

43
44 45

IMGVR_UViG_3300029621_000353|3300029621|Ga0245126_1000017|52824-105932 21486:39694(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42
43

44 45

IMGVR_UViG_3300014806_000087|3300014806|Ga0134388_1000251 21279:38805(+)

33 34 35
endonuclease (CDS_0036)

37 38 39
40

41 42

ivig_990 21279:38264(+)

33 34 35

endonuclease (CDS_0036)
37

38 39
40

41 42

IMGVR_UViG_3300029776_000095|3300029776|Ga0243759_100454 21280:38107(+)

33 34 35

endonuclease (CDS_0036)

37 38
39

40

41 42

IMGVR_UViG_3300029329_000008|3300029329|Ga0242807_100689 21279:38224(+)

33 34 35

endonuclease (CDS_0036)
37

38 39
40

41 42

IMGVR_UViG_3300029390_000104|3300029390|Ga0243991_1000315 21201:39839(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42 43
44

45 46

IMGVR_UViG_3300029392_000340|3300029392|Ga0243989_1000354|11728-64089 21201:38946(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42
43

44 45

IMGVR_UViG_3300029391_000118|3300029391|Ga0243992_100602 21201:39206(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 4142 43
44

45 46

IMGVR_UViG_3300008737_000129|3300008737|Ga0113999_100025|103388-156961 21487:40158(+)

36 37 38
endonuclease (CDS_0039)

40 41 42 43
44

45 46

IMGVR_UViG_3300029430_000007|3300029430|Ga0243922_100642 21486:38871(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42 43
44

45 46

IMGVR_UViG_3300045988_102591|3300045988|Ga0495776_187383 21290:36574(+)

33 34 35

endonuclease (CDS_0036)

37

38
39

40 41

uvig_508102 21315:40385(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 3839 40 41
42

43 44

IMGVR_UViG_3300029623_000179|3300029623|Ga0245138_1000571 21486:40506(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42 43 44
45

46 47

IMGVR_UViG_3300014804_000160|3300014804|Ga0134371_1000134|1-52441 21279:38544(+)

33 34 35

PD_DExK_I_II_III_IV_V_VI_4 (CDS_0036)
endonuclease (CDS_0037)

38 39
40

41 42

IMGVR_UViG_3300029333_000004|3300029333|Ga0243760_100619 21592:37689(+)

33 34 35

endonuclease (CDS_0036)

37 38
39

40

IMGVR_UViG_3300029389_000160|3300029389|Ga0243995_1000272 21201:40277(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42 43
44

45 46

IMGVR_UViG_3300029766_000092|3300029766|Ga0242809_100745 20521:38169(+)

32 33 34 35 36

endonuclease (CDS_0037)

38 39
40

41 42

IMGVR_UViG_3300007853_000162|3300007853|Ga0114093_100037|83408-137345 22078:39646(+)

35
endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39 40 41
42

43 44

IMGVR_UViG_3300029794_000407|3300029794|Ga0243854_1000299|47910-101528 21526:39628(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39 40
41

42 43

uvig_524277 21512:42346(+)

34
35

36

endonuclease (CDS_0037)

38 39 40
41

42 43 44
45

46 47

IMGVR_UViG_3300045988_117949|3300045988|Ga0495776_183474 21279:40953(+)

33 34 35
endonuclease (CDS_0036)

37 38 39 40

HTH DNA binding protein (CDS_0041)
42

43 44

IMGVR_UViG_3300030319_000097|3300030319|Ga0244979_100593 21478:38915(+)

35

endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39
40

41 42
43

44

45 46

IMGVR_UViG_3300006299_000008|3300006299|Ga0099524_100292 21276:34173(+)

36

endolysin (CDS_0037)
38

39 40

IMGVR_UViG_3300029849_000208|3300029849|Ga0245286_100012|12299-59607 21176:34204(+)

33 34
35

36

37 38

IMGVR_UViG_3300007111_000238|3300007111|Ga0102634_100048|73997-122891 21279:34998(+)

33 34 35
36

37 38

IMGVR_UViG_3300045988_099798|3300045988|Ga0495776_171045 21452:35992(+)

35

endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39
40

41

IMGVR_UViG_3300045988_084912|3300045988|Ga0495776_166136 21482:35945(+)

35

endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39
40

IMGVR_UViG_3300029520_000257|3300029520|Ga0244801_100040|44-49512 21482:35952(+)

36

endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42

MGV-GENOME-0315011 21279:37029(+)

33 34 35

endonuclease (CDS_0036)

37
38

39

IMGVR_UViG_3300045988_097834|3300045988|Ga0495776_171134 21484:36030(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42

uvig_112148 21276:44179(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42 43 44 45 46 47
48

49 50

uvig_367699 21051:41705(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39 40 41 42
43

44
45

46 47

uvig_334016 21498:38334(+)

36

endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41 42

43
44 45

uvig_69793 20566:36490(+)

28 33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38
39

40 41

IMGVR_UViG_2921109969_000004|2921109969|2921110001|288543-340865 21526:38331(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39
40

41 42

OTU_1009 20573:37307(+)

33 34 35

endonuclease (CDS_0036)

37 38
39

40 41

OTU_981 21261:37937(+)

33 34 35

endonuclease (CDS_0036)

37 38
39

40 41

SRS062701_a1_ct6495_vs1 21805:38593(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41
42

43 44

IMGVR_UViG_3300045988_097247|3300045988|Ga0495776_171177 21805:37237(+)

36
37

38

endonuclease (CDS_0039)

40

41
42

43 44

IMGVR_UViG_3300029786_000091|3300029786|Ga0243817_1000525 21487:39216(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42
43

44 45

MGV-GENOME-0313513 21268:37159(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 3839 40

IMGVR_UViG_3300045988_098046|3300045988|Ga0495776_166132 21805:36354(+)

36
37

38

endonuclease (CDS_0039)

40 41

IMGVR_UViG_3300045988_092991|3300045988|Ga0495776_178339 21532:36118(+)

32
endolysin (CDS_0033)

34

endonuclease (CDS_0035)

36 37

IMGVR_UViG_3300045988_100681|3300045988|Ga0495776_171080 21280:35017(+)

32
endolysin (CDS_0033)

34

endonuclease (CDS_0035)

36

IMGVR_UViG_3300045988_125082|3300045988|Ga0495776_158911 21525:37760(+)

34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39 40 41

uvig_267805 21280:37035(+)

32
endolysin (CDS_0033)

34

endonuclease (CDS_0035)

36
37

38

uvig_274474 21513:51305(+)

35
endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)

41

RM_Type_III__Type_III_MTases___Type_III_MTases_FAM_0 (CDS_0042)
RM_Type_III__Type_III_REases___Type_III_REases_FAM_0.einsi_trimmed (CDS_0043)

44 45 46 47
48

49 50

uvig_273824 21303:48915(+)

35
endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)

41

RM_Type_III__Type_III_MTases___Type_III_MTases_FAM_0 (CDS_0042)

43 44 45
46

47 48

uvig_526360 20769:37314(+)

33 34
endolysin (CDS_0035)

36

endonuclease (CDS_0037)

38 39
40

41 42

uvig_520615 20769:35549(+)

33 34

endolysin (CDS_0035)

36 37
38

39 40

uvig_518834 19433:34934(+)

33 34
endolysin (CDS_0035)

36 37
38

39 40

MGV-GENOME-0305956 19433:33243(+)

33 34

endolysin (CDS_0035)

36
37

38 39

IMGVR_UViG_3300029617_000360|3300029617|Ga0245125_100088|120500-176425 20728:42509(+)

35 36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42 4344

Dazbog__DzbB (CDS_0045)

46
47

48 49

uvig_522121 20532:35902(+)

32 33

endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37
38 39

MGV-GENOME-0305567 20532:34011(+)

32 33 34 35 endonuclease (CDS_0036)

IMGVR_UViG_3300045988_099187|3300045988|Ga0495776_171132 20728:36226(+)

35 36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42

MGV-GENOME-0313494 20728:36084(+)

35 36

endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41 42

MGV-GENOME-0372646 21484:38862(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

4041
42

4344
45

46 47

IMGVR_UViG_3300023496_000306|3300023496|Ga0257043_100174|18257-69687 20772:37094(+)

34
35

36

endonuclease (CDS_0037)

38
39

40 41

ivig_2279 21482:46667(+)

35 36 37

endonuclease (CDS_0038)

39 40 41
42

43 44

RM_Type_III__Type_III_MTases___Type_III_MTases_FAM_0 (CDS_0045)

46 47 48
49

50 51

IMGVR_UViG_3300029315_000107|3300029315|Ga0242753_100392 21538:49174(+)

35
endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39 40 41 42

HTH DNA binding protein (CDS_0043)

DNA helicase (CDS_0044)
45 46 47 48

49
50 51

52
53 54

IMGVR_UViG_3300029433_000003|3300029433|Ga0243761_1000404 21280:47427(+)

33 34 35
endonuclease (CDS_0036)

37 38 39 40 41 42 43 44 45 46 47 48
49

50

IMGVR_UViG_3300045988_146288|3300045988|Ga0495776_074086 21270:44500(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38 39 40 41 42 4344 45

IMGVR_UViG_3300029034_000044|3300029034|Ga0169608_100268 21486:44352(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42 43 44 45 46 47 48
49

50 51

MGV-GENOME-0328077 21486:43023(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41 42 43 44 45 46 47 48 49

uvig_319697 21279:44763(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38 39 40 41 42 43 44 4546
47

48 49

IMGVR_UViG_3300029098_000156|3300029098|Ga0169171_100079|87239-146482 21269:45157(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38 39 40 41 42 43 44 45
46

47 48

IMGVR_UViG_3300023502_000319|3300023502|Ga0257054_100042|67081-124049 21526:42979(+)

33
endolysin (CDS_0034)

35

endonuclease (CDS_0036)

37 38 39
40

41
42

43
44

45
46

47 48

uvig_247896 21274:64897(+)

35
endolysin (CDS_0036)

37

endonuclease (CDS_0038)

39 40 41 42 43 44 45 46 47 48 49
DISARM__drmB (CDS_0050)

51 52 53
radical SAM domain protein (CDS_0054)

55 56 57 58 59
60

61 62

uvig_526577 21507:37043(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41

unknown function (CDS_0042)

47

MGV-GENOME-0319758 21484:36128(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40
41

42

MGV-GENOME-0301358 21277:33136(+)

CDS_0036
endolysin (CDS_0037)

CDS_0038

MGV-GENOME-0306914 21482:33032(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0311071 20576:34270(+)

CDS_0029 CDS_0031 CDS_0033

endolysin (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_3300029514_000164|3300029514|Ga0244787_100114|75775-131594 21482:42588(+)

36 37 38
endonuclease (CDS_0039)

40 41 42
43

phosphoesterase (CDS_0044)
45

46 47 48
49

50

uvig_316029 19799:45878(+)

35 36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0042)
LOS (VF0326) (CDS_0043)

44
45

46

aminotransferase (CDS_0047)

48 49 50
51

52 53

MGV-GENOME-0333195 21488:46662(+)

36
endolysin (CDS_0037)

38

endonuclease (CDS_0039)

40 41

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0042)
LOS (VF0326) (CDS_0043)

44
45

46

aminotransferase (CDS_0047)

48 49 50
51

52 53

MGV-GENOME-0300036 20724:31105(+)

CDS_0036 CDS_0037

IMGVR_UViG_3300045988_185054|3300045988|Ga0495776_031586|32438-78844 20511:32319(+)

CDS_0032

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0330811 20728:32029(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0296754 20728:30236(+)

CDS_0035 CDS_0036

MGV-GENOME-0289384 20521:28139(+)

CDS_0032 CDS_0033

MGV-GENOME-0329364 20728:31128(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0300515 20510:30416(+)

CDS_0032 CDS_0033

MGV-GENOME-0302555 20521:30109(+)

CDS_0032

MGV-GENOME-0302738 20728:30664(+)

CDS_0035 CDS_0036

MGV-GENOME-0303816 20726:31107(+)

CDS_0035 CDS_0036

IMGVR_UViG_3300045988_184327|3300045988|Ga0495776_072742|2-45790 20510:31699(+)

31 32 33
34

35 36

MGV-GENOME-0300714 20766:31447(+)

CDS_0033

CDS_0034
CDS_0035

CDS_0036

MGV-GENOME-0301784 19811:31758(+)

33 34
35

36 37

SAMN06164934_a1_ct123924_vs1 21512:49115(+)

34
35

36

endonuclease (CDS_0037)

38 39 40
41

42 43
44

45 46 47 48 49

Thoeris__ThsB_Global (CDS_0050)

51 52 53
54

55 56

uvig_201354 21487:50782(+)
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